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Willox et al., 2014

Table 1: Interaction sites on the N-terminal domain of clathrin heavy chain

Adaptor Motif Key residues Examples Mutant Details
Site 1: LOXG[DE] I1e80 AP-2 32-subunit C+ T87A
Clathrin-box motif Thr87 Amphiphysin Q89A
GIn89 [B-arrestin 1 K96E
Phe91 K98E
Lys96
Lys98
Site 2: PWXXW Phe27 Amphiphysin D Q152L
W-box motif GIn152 SNX9 1154Q
llel154
Mle170
Site 3: [LIJ[LIIGXL Argl88 [B-arrestin 1L E RI188A
[-arrestin 1L site GIn192 AP-2 (32-subunit Q192A
Site 4: Unknown Glull Unknown G El11K

Fourth site
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