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Figure 1: Representing the abundance of species through a set of samples by means of a stacked bar chart.
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Figure 2: Multibar chart showing the abundance of species through a set of samples.
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Figure 3: Multiline chart showing the fluctuations in value over the set of species represented.
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Figure 4: Parallel coordinates visualization.
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Figure 5: An example of a combined approach: an interactive zoomable taxonomic tree plus a bar chart included
in a dialog shown by clicking on taxa nodes.

AARRARRRRRNL]

pe—_

ohnosequences! eray bioinformatics R&D group


https://doi.org/10.1101/021063
http://creativecommons.org/licenses/by-nd/4.0/

bioRxiv preprint doi: https://doi.org/10.1101/021063; this version posted June 17, 2015. The copyright holder for this preprint (which was
not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made
available under aCC-BY-ND 4.0 International license.

Biographika: rich interactive data visualizations on the web for the research community 14

Figure 6: Pie chart showing the different percentages of a set of groups over the total.
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Figure 7: Heat map including a customizable color function based in three different intervals defined by the user.
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Figure 8: Antibiotic Resistance Explorer
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