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Supplementary Figure S5. Area plots for second and fourth best loci. A) Second best locus
with top SNP rs200312312. B) Fourth best locus with top SNP rs11174202. The third best locus
(not shown) is a lone, rare SNP (minor allele frequency=.02), with moderate imputation quality
(INFO=.7), and was consequently deemed less interesting than the 2" and 4™ best loci.
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B) rs11174202 p=3.11e-7, OR=.86, MAF=.45, INFO=.97
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Supplementary Figure S6. Gene expression of the genes in the rs4622308 region in mouse
hypothalamus from fasted and refed C57BL/6J mice (N=5-7 for each gene). Normalised
gene expression with standard errors are shown. No changes reached significance.
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