




Figure S4: Comparison of measured error rates from error-doped and standard oligos. Here
we plot the distribution of error rates per position and see that for every error sub-type the error rates are
significantly higher for the error-doped oligos than those produced by the standard process (Mann-Whitney
U Test, all p << 0.001). Note: Black bar is the median value.
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Figure S5: Mismatch correction preferences relative to the error-doped oligo for every en-
zyme across two consecutive treatments. Error rates are plotted as the log2-fold-change in error rate
relative to the error-doped template. Note: box plots are first and third quartile for hinges, median for bar,
and 1.5× the inter-quartile range for whiskers.
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Figure S6: Single-base deletion correction preferences relative to the error-doped oligo for
every enzyme across two consecutive treatments. Error rates are plotted as the log2-fold-change in
error rate relative to the error-doped template. Note: box plots are first and third quartile for hinges,
median for bar, and 1.5× the inter-quartile range for whiskers.
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Figure S7: Single-base insertion correction preferences relative to the error-doped oligo for
every enzyme across two consecutive treatments. Error rates are plotted as the log2-fold-change in
error rate relative to the error-doped template. Note: box plots are first and third quartile for hinges,
median for bar, and 1.5× the inter-quartile range for whiskers.
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