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Figure 1. Examples of phenotypic differences in EH chamber on the left and MA chamber on the right for teosinte (a.
and b. from Piperno and coauthors*®)and maize (c.). The teosinte plant in the EH chamber is a maize-like phenotype in
vegetative architecture, inflorescence sexuality, and seed maturation, as described in the main text. The plant in the MA
chamber is typical of teosinte today in those characteristics. These traits are unaltered for the maize plant between the EH

chamber on the left and the MA chamber on the right.

16/18



bioRxiv preprint doi: https://doi.org/10.1101/105940; this version posted February 3, 2017. The copyright holder for this preprint (which was not

certified by peer review) is the author/funder. All rights reserved. No reuse allowed without permission.

Figure 2. Principal Component Analysis (PCA) using rlog-normalized of the expression data for the principal

components 1 (PC1) and PC2.
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Figure 3. Nucleotide diversity calculated for modern maize inbred lines and teosintes for the non-DE genes in gray,
maize-specific genes in blue and the teosinte-specific DE genes in red. Mann-Whitney U tests for all comparisons are

significant (***P <0.001)
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