





    
      Skip to main content
    

        
      
    
  
    
  
        
            
              

                

          



  
    
  
                
    
      	Home
	About
	Submit
	ALERTS / RSS

    

  



  
                
    
      
  
    
  
      
  
  
    
  Search for this keyword 
 







  


  
  



  
      
  
  
    Advanced Search  


  
  



  



    

  


  


  

  
  
  	      

    
      
    
      
        
    
  
    
                        
  
                
    
      
	  
  
		
		
			
			  
  
      
  
  
    

      
        New Results    
  
        StateHub-StatePaintR: rapid and reproducible chromatin state evaluation for custom genome annotation
  
       View ORCID ProfileSimon G. Coetzee, Zachary Ramjan,  View ORCID ProfileHuy Q. Dinh,  View ORCID ProfileBenjamin P. Berman,  View ORCID ProfileDennis J. Hazelett

  
      doi: https://doi.org/10.1101/127720 

  
  
  

Simon G. Coetzee 
1The Center for Bioinformatics and Functional Genomics, Department of Biomedical Sciences, Cedars-Sinai Medical Center, Los Angeles CA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Simon G. Coetzee


Zachary Ramjan 
3Zaxxis LLC
4Van Andel Research Institute, Grand Rapids MI

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site


Huy Q. Dinh 
1The Center for Bioinformatics and Functional Genomics, Department of Biomedical Sciences, Cedars-Sinai Medical Center, Los Angeles CA

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Huy Q. Dinh


Benjamin P. Berman 
1The Center for Bioinformatics and Functional Genomics, Department of Biomedical Sciences, Cedars-Sinai Medical Center, Los Angeles CA
2Sammuel Oschin Comprehensive Cancer Institute

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Benjamin P. Berman


Dennis J. Hazelett 
1The Center for Bioinformatics and Functional Genomics, Department of Biomedical Sciences, Cedars-Sinai Medical Center, Los Angeles CA
2Sammuel Oschin Comprehensive Cancer Institute

	Find this author on Google Scholar
	Find this author on PubMed
	Search for this author on this site
	ORCID record for Dennis J. Hazelett
	For correspondence: 
dennis.hazelett@csmc.edu




  


  
  



  
      
  
  
    	Abstract
	Full Text
	Info/History
	Metrics
	Supplementary material
	 Preview PDF


  


  
  



  
      
  
  
    

  
    
  
      
  
  
    Abstract
Genome annotation is critical to understand the function of disease variants, especially for clinical applications. To meet this need there are segmentations available from public consortia reflecting varying unsupervised approaches to functional annotation based on epigenetics data, but there remains a need for transparent, reproducible, and easily interpreted genomic maps of the functional biology of chromatin. We introduce here methods for defining chromatin state with a combinatorial epigenomic model using an annotation tool, StatePaintR and a website database, StateHub. Annotations are fully documented with change history and versioning, authorship information, and original source files. The tool calculates quantitative state scores based on genome-wide ranking, allowing prioritization and enrichment testing, facilitating quantitative analysis. StateHub hosts annotation tracks for major public consortia as a resource, and allows users to submit their own alternative models.
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