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Supplementary Figure 10. Comparison of tests of neutrality and selection across the Agouti
locus. From the top, the exon structure, pairwise differences, Tajima’s D, CLR test, HapFLK, and
FLK. The dashed lines indicate the significance threshold using parametric bootstrapping of the best-
fitting demographic model.
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Supplemental Figure 11. Ventral hue and non-color traits are not significantly different on and
off the Sand Hills. Box plots for each sampling site were produced using scaled (range: 0-1), normal-
quantile transformed values for: ventral hue (PC4), total body length, tail length, hind foot length, and
ear length. In all plots, higher values correspond to lighter/brighter color or longer lengths. Grey
shading indicates non-Sand Hills sites. Ventral hue did not differ significantly between habitats (on
vs. off Sand Hills) or among sites (P > 0.05). All four length traits differed significantly among sites
nested within habitats, but not among habitats.
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