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A Min/Max expression profiles for SLCs in cell lines
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B Gini coefficients for SLCs in cell lines
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c SLC22A4 expression in cell lines
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A Min/Max expression profiles for ABCs in tissues
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B Gini coefficients for ABCs in tissues

Gini coefficient
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c Min/Max expression profiles for ABCs in cell lines
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D Gini coefficients for ABCs in cell lines

Gini coefficient
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PCA 2 (10.1% of variance)
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PCA 2 (7.65% of variance)

Cell line PCA based on all transporters
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ASC/TERT1 expression profiles
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Gini coefficient
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Gini coefficient
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E PCBP1 expression (TPM) in tissues

PCBP1 expression profile
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K PCBP1 expression (TPM) in cell lines

PCBP1 expression profile
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