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    Abstract
The PanCancer Analysis of Whole Genomes (PCAWG) cohort provides a large, uniformly-analyzed, whole-genome dataset. From the PCAWG Landing Page (http://docs.icgc.org/pcawg), users can access online resources for downloading, visualizing, and exploring this data: The ICGC Data Portal, UCSC Xena, Expression Atlas, and PCAWG-Scout. They enable researchers to dynamically query and integrate the complex genomics data, explore tumors’ molecular landscapes, and combine external information with the PCAWG data to facilitate its interpretation.
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