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Figure 3. CGView blastn comparison of S. agnetis 908, 1379, 1387 and 1385 genomes. 

The S. agnetis 908 2.4 Mbp chromosome was the reference for blastn comparisons with three 

S. agnetis cattle isolates, 1379 (pink), 1387 (green), and 1385 (blue). Parameters were Query 

size = 10000, overlap 5000, expect=0.0001.  Intensity of the color is indicative of the blastn 

score.  The outer two rings show the annotated genes for isolate S. agnetis 908. The innermost 

ring indicates Mbp, the second most innner ring is the GC skew (magenta GC skew-; green 

GC skew+), and the third most inner ring plots GC content.  The Numbered boxes indicate the 

locations of the 5 gene islands discussed in the text and are not scaled to the size of the island. 
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Figure 4. CGView blast comparison of S. agnetis 908, 1379, NEDS, and 1416 genomes. 

The S. agnetis 908 2.4 Mbp chromosome was the reference for blastn comparisons with  S. 

agnetis cattle isolate 1379 (pink), and chicken isolates; NEDS (green), and 1416 (blue). All 

other details are as in Figure 3 legend. 
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Figure 5. CGView blastn comparison of S. agnetis 1379, CBMRN, 908 and 1416 

genomes. The S. agnetis 1379 2.4 Mbp chromosome was the reference for blastn comparisons 

with S. agnetis cattle isolate CBMRN (pink), and chicken isolates; 908 (green), and 1416 

(blue). All other details are as in Figure 3 legend. 
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