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Appendix Figure S13 

IF stainings of the mitotic chromosome proteins in WT HeLa and MKI67 KO HeLa cells. Protein 
is shown in green and DAPI in blue. For antibodies used, see Dataset EV3. Scale bar 10 µm. 
Box plots show measured overlap and Pearson correlation between the DAPI and protein 
staining (replicate 1 in grey and replicate 2 in green). A two-sided unpaired Wilcoxon test was 
applied to calculate the statistical significance between the phenotypes and the output p-value is 
stated in each plot. 
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