












Fig. S3. Structural and sequence analysis of the CR3022 epitope. Analysis of the CR3022 footprint

across betacoronaviruses. The CR3022 epitope on SARS-CoV-2 (China.Wuhan.30Dec19.402132)

RBD is compared across betacoronaviruses. The epitope is numbered according to the Wuhan

reference; the strength of the interaction between the Ab and the spike protein is indicated by the

height and color of the histogram bars above the sequence alignment. Sequences are ordered based

on their phylogenetic relationships based on a maximum likelihood phylogenetic tree derived from

amino acid RBD sequences. The RBD structure is shown in surface representation and depicts

mutations between SARS-CoV-1 and SARS-CoV-2 in red; the CR3022 epitope is outlined in white,

with contact residues shown in stick representation.
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340                 360                 380                 400                 420

|                   |                   |                   |                   | 

CR3022       ITNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTKLNDLCFTNVYADSFVIRGDEVRQIAPGQTGKIADYNYKLPDDFTG 

ACE2         ITNLCPFGEVFNATKFPSVYAWERKKISNCVADYSVLYNSTFFSTFKCYGVSATKLNDLCFSNVYADSFVVKGDDVRQIAPGQTGVIADYNYKLPDDFMG

80R          ITNLCPFGEVFNATKFPSVYAWERKKISNCVADYSVLYNSTFFSTFKCYGVSATKLNDLCFSNVYADSFVVKGDDVRQIAPGQTGVIADYNYKLPDDFMG

230S         ITNLCPFGEVFNATKFPSVYAWERKKISNCVADYSVLYNSTFFSTFKCYGVSATKLNDLCFSNVYADSFVVKGDDVRQIAPGQTGVIADYNYKLPDDFMG

F26G19       ITNLCPFGEVFNATKFPSVYAWERKKISNCVADYSVLYNSTFFSTFKCYGVSATKLNDLCFSNVYADSFVVKGDDVRQIAPGQTGVIADYNYKLPDDFMG

M396         ITNLCPFGEVFNATKFPSVYAWERKKISNCVADYSVLYNSTFFSTFKCYGVSATKLNDLCFSNVYADSFVVKGDDVRQIAPGQTGVIADYNYKLPDDFMG

**************:*.*****.**:**************: ********** ********:********::**:********** ************ *

440                 460                 480                 500                 520

|                   |                   |                   |                   | 

CR3022       CVIAWNSNNLDSKVGGNYNYLYRLFRKSNLKPFERDISTEIYQAGSTPCNGVEGFNCYFPLQSYGFQPTNGVGYQPYRVVVLSFELLHAPATVCGPKKST

ACE2         CVLAWNTRNIDATSTGNYNYKYRYLRHGKLRPFERDISNVPFSPDGKPCTP-PALNCYWPLNDYGFYTTTGIGYQPYRVVVLSFELLNAPATVCGPKLST

80R          CVLAWNTRNIDATSTGNYNYKYRYLRHGKLRPFERDISNVPFSPDGKPCTP-PALNCYWPLNDYGFYTTTGIGYQPYRVVVLSFELLNAPATVCGPKLST

230S         CVLAWNTRNIDATSTGNYNYKYRYLRHGKLRPFERDISNVPFSPDGKPCTP-PALNCYWPLNDYGFYTTTGIGYQPYRVVVLSFELLNAPATVCGPKLST

F26G19       CVLAWNTRNIDATSTGNYNYKYRYLRHGKLRPFERDISNVPFSPDGKPCTP-PALNCYWPLNDYGFYTTTGIGYQPYRVVVLSFELLNAPATVCGPKLST

M396         CVLAWNTRNIDATSTGNYNYKYRYLRHGKLRPFERDISNVPFSPDGKPCTP-PALNCYWPLNDYGFYTTTGIGYQPYRVVVLSFELLNAPATVCGPKLST

**:***:.*:*:.  ***** ** :*:.:*:*******.  :. ...**.   .:***:**:.***  *.*:*************** ********* **

Fig. S4. SARS-CoV-2 and SARS-CoV antibody epitope analysis. A Sequence alignment of SARS-

CoV-2 and SARS-CoV RBD. Antibody and ACE2 receptor interacting residues are highlighted on the

sequence. B Antibody epitopes and receptor binding sites are outlined on the surface of the SARS-

CoV RBD structures. The Sequence differences between SARS-COV-2 and SARS-CoV are indicated

by red coloring on the RBD surface. C Antibody epitopes are shown on the SARS-CoV RBD molecule

depicted in ribbon representation. The CR3022 epitope is shown on the SARS-CoV-2 RBD molecule.
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