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A. 37 traits to 85 proteins B. BMI ==> proteins: MR vs Observational

C. eGFR ==> proteins: MR vs Observational
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Target validation
CASP-8: breast cancer

CD40: IBD, RA
DKK1: eBMD

IL-1RA: RA
IL-6RA: RA, CHD

ST2: asthma
TRAIL-R2: prostate cancer

TRANCE: eBMD

New target candidates
EGF: SCZ, eBMD
IL16: 2h glucose

PAPPA: T2D
SPON1: Afib
TF: HbA1c

Repositioning
& target-mediated safety

(latter denoted by *)

ADM: WHR
CASP-8: asthma*

CD40: stroke*
CHI3L1: AFib

CSF: WHR, eBMD
CX3CL1: fracture, SLE

CXCL16: IBD
FAS: IBD

GDF-15: HDL-C
HGF: TG

IL-1RA: total cholesterol*
IL-6RA: asthma, eczema*

IL-6RA: AFib
IL18: eBMD

MMP-12: eczema
PIGF: CHD, eBMD

RAGE: Lipids, BMI, T2D, 
prostate cancer, SCZ

ST2: IBD*
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