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    Abstract
Kolomyjec et al. (2020). Phylogenetic analysis of Michigan’s freshwater sponges (Porifera, Spongillidae) using extended COI mtDNA sequences. – Zoologica Scripta, 00, 000-000. The phylogenetic relationships of eight species of freshwater sponges sampled throughout the State of Michigan in the North American Great Lakes region were examined as part of a Course-based Undergraduate Research Experience (CURE). An extended version of the standard cytochrome oxidase subunit I (COI) metazoan DNA was used for sequencing and Bayesian phylogenetic inference. The extended gene region (COI-ext) produces a 1,200 bp amplicon instead of the standard 640 bp fragment which compensates for the standard amplicon’s low informatics value in Phylum Porifera. The species examined clustered into strongly supported monophyletic species groups within the family Spongillidae. This study represents the first look at the phylogenetic relationships of freshwater sponges in the Great Lakes Region.
Per Kolomyjec, College of Science and the Environment, Lake Superior State University, 650 W Easterday Ave., Sault Sainte Marie, MI 49783, USA. E-mail skolomyjec{at}lssu.edu

Competing Interest Statement
The authors have declared no competing interest.



  


  
  



  
      
  
  
    Copyright 
The copyright holder for this preprint is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. All rights reserved. No reuse allowed without permission.


  


  
  



  





  


  
  



  
      
  
  
    View the discussion thread.


  


  
  



  
      
  
  
     Back to top  


  
  



			

		

		
		
			
			  
  
      
  
  
     PreviousNext 
  


  
  



  
      
  
  
    Posted April 27, 2020.  


  
  



  
      
  
  
    
	  
  
		
          
            
  
      
  
  
     Download PDF  


  
  



          

        

        
        
          
            
  
      
  
  
     Email

  
    
  
      
  
  
    
 Thank you for your interest in spreading the word about bioRxiv.
NOTE: Your email address is requested solely to identify you as the sender of this article.




  Your Email *
 



  Your Name *
 



  Send To *
 

Enter multiple addresses on separate lines or separate them with commas.




  You are going to email the following 
 Phylogenetic analysis of Michigan’s freshwater sponges (Porifera, Spongillidae) using extended COI mtDNA sequences



  Message Subject 
 (Your Name) has forwarded a page to you from bioRxiv



  Message Body 
 (Your Name) thought you would like to see this page from the bioRxiv website.



  Your Personal Message 
 








CAPTCHAThis question is for testing whether or not you are a human visitor and to prevent automated spam submissions.










  


  
  



  





  


  
  



  
      
  
  
     Share  


  
  



  
      
  
  
    


		  
		  
  
      
  
  
    

      
      Phylogenetic analysis of Michigan’s freshwater sponges (Porifera, Spongillidae) using extended COI mtDNA sequences
    

  
      Stephen H. Kolomyjec, Roger A. Willford, THE FALL 2019 GENETICS CLASS

  
      bioRxiv 2020.04.26.062448; doi: https://doi.org/10.1101/2020.04.26.062448 

  
  
  


  


  
  



	  

	
  
  	
  
      
  
  
    
  
    Share This Article:
  
  
    
  
  
    Copy
  


  


  
  



  

	
		  
	    
  
      
  
  
    [image: Reddit logo] [image: Twitter logo] [image: Facebook logo] [image: LinkedIn logo] [image: Mendeley logo]
  


  
  



	  

	


  


  
  



  
      
  
  
     Citation Tools

  
    
  
      
  
  
      
  
      

      
      Phylogenetic analysis of Michigan’s freshwater sponges (Porifera, Spongillidae) using extended COI mtDNA sequences
    

  
      Stephen H. Kolomyjec, Roger A. Willford, THE FALL 2019 GENETICS CLASS

  
      bioRxiv 2020.04.26.062448; doi: https://doi.org/10.1101/2020.04.26.062448 

  
  
  


  

  
  	      Citation Manager Formats

        
      	BibTeX
	Bookends
	EasyBib
	EndNote (tagged)
	EndNote 8 (xml)
	Medlars
	Mendeley
	Papers
	RefWorks Tagged
	Ref Manager
	RIS
	Zotero

    

  



  


  
  



  





  


  
  



          

        

	
 	
	
	


  


  
  



  
      
  
  
    	Tweet Widget
	Facebook Like
	Google Plus One



  


  
  



  
        Subject Area

    
  
  
    	Zoology




  


  
  



  
      
  
  
    


  

  
      
  
  
    
  
      
  
    Subject Areas  




  


  
  



  
      
  
  
    
  
      
  
    All Articles  




  


  
  



  
      
  
  
    	Animal Behavior and Cognition (5177)

	Biochemistry (11643)

	Bioengineering (8681)

	Bioinformatics (29019)

	Biophysics (14865)

	Cancer Biology (12000)

	Cell Biology (17269)

	Clinical Trials (138)

	Developmental Biology (9365)

	Ecology (14084)

	Epidemiology (2067)

	Evolutionary Biology (18205)

	Genetics (12185)

	Genomics (16705)

	Immunology (11793)

	Microbiology (27859)

	Molecular Biology (11481)

	Neuroscience (60493)

	Paleontology (449)

	Pathology (1860)

	Pharmacology and Toxicology (3214)

	Physiology (4916)

	Plant Biology (10342)

	Scientific Communication and Education (1678)

	Synthetic Biology (2867)

	Systems Biology (7317)

	Zoology (1635)


  


  
  

  







  


  
  



			

		

	
	
 	
	
	


    

  


      


  

    
  
  
    
  
      







  