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Fig. S4: Scoring of the results of the method by Wood et al.®. Green dots: acceptable segmentation, red: bad
segmentation, pink: missed cell, cyan: spurious cell.
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Fig. S5: Scoring of the results of the method by Wood et al.®. Green dots: acceptable segmentation, red: bad
segmentation, pink: missed cell, cyan: spurious cell.
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Fig. S6: Scoring of the results of the method by Wood et al.®. Green dots: acceptable segmentation, red: bad
segmentation, pink: missed cell, cyan: spurious cell.

26


https://doi.org/10.1101/2020.05.11.082594
http://creativecommons.org/licenses/by-nc-nd/4.0/

bioRxiv preprint doi: https://doi.org/10.1101/2020.05.11.082594. this version posted May 12, 2020. The copyright holder for this preprint

Diphieyvas ngl certified by peey7eviy)isIiNafisp il vt isceadepralapibsnsra Codpmiertatibintefajesatcintages

bud detected

Ty

1

i

24

|

hj 25

-

bud no;[ doetected bud (%Ie’%ected

- g

Fig. S7: Examples of tiny buds in data set 9 from ref. 15, some only a few pixels in size, that were detected by
the YeaZ CNN (left and right) except for four such tiny buds (middle example). The missed bud (middle) was,
however, detected at the next time point in the timelapse series (right) when it was slightly bigger.
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