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Figure 12. T, as a function of length for sequences with different domain sizes. Mean, SD over three
replicates. (Temperature uncertainties are too small to see.) The T, hierarchy is preserved across sequence
lengths. Thus domain size is a robust predictor of phase separation via its relationship with self-bond entropy.

Figure 13. Using the “Sticky Rouse Model” for unentangled polymer dynamics in a melt with cross-links
(Rubinstein and Semenov, 2001 ), the dense-phase diffusivity D = ﬁt where mis the monomer size and
b

b= o€xp. /isthebond lifetime, is plotted as a function of scaled temperature. For all sequences, lower
temperatures correspond to higher densities and slower polymer diffusion. Importantly, the sequences with
large domain sizes and many trans-bonds (e.g. | =12 and| = 6) have smaller D, in spite of their lower
density. This coincides with the viscosity results in Fig. 4 of the main text, where the trans-bonds dominate
the physical properties of the droplet. Color bar: droplet density.
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