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).,70#!-#00!-0:).#')G !(A) Integrated density of fluorescence signal (eDNA – as visualised 660 

with TOTO-1 stain) associated with stable cell clusters formed over 1-5.5 h for PAO1, 661 

PAO1ΔalpB or PAO1Δhol. Original data was generated from analysis of 12 random fields of 662 

view across 2 biological replicates (n=12). Slopes correspond to average growth over time, 663 
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estimated using a linear mixed model with log(density) as an outcome, time, genotype and 664 

their interaction as fixed effects, and random slope of density over time. The slope of 665 

PAO1Δhol is significantly different from PAO1 - see Table S10 for log growth rate, 95% CIs 666 

and p-values. (B) Multiple eDNA release events within the same or adjacent stable cell 667 

clusters results in the formation of large multi-structured microcolonies in PAO1 submerged 668 

biofilms after incubation at 37°C for 8 h. Images are eDNA (EthHD-2, top) or phase contrast 669 

(bottom). Scale=10 μm.  670 
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