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Supplemental Figure 2 | Quality of dimeric RdRp structure and structural comparisons

a Fit of structural model to cryo-EM density. Density was weak or lacking for the second turn of RNA and the associated nsp8a sliding pole. Views are related by a 
90° rotation around the vertical axis.

b Modeling the second nsp8 copy (nsp8b) onto the top RdRp in the dimer structure resulted in clashes with the nsp7 subunit of the neighboring RdRp on the bottom. 

c Modeling shows the nsp13 helicase may be accommodated on the RdRp dimeric structure. �e nsp13 copy nsp13.1 (chain E in 7CXN33) can bind to one of the two 
monomers (binding to top monomer shown). Possible trajectory of 5’ template RNA is indicated in the second panel as a dashed blue line.

d nsp13.1 cannot bind to both monomers. Modelling one copy bound to the top monomer (brown) and one bound to the bottom monomer (lime) shows clashes 
between them.
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