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Figure 4. Effects of SFN treatment in the immune response. (A) Uniform Manifold
Approximation and Projection (UMAP) was used to visualize all of the immune cell populations
within the spleen and lung of uninfected (grey), infected untreated (blue), and infected treated
(red) mice. The corresponding immune cell populations are presented in multiple colors in the
panels on the right (B) Summary of immune cell frequencies out of total CD45+ immune cells in
spleen and lung of infected treated or untreated mice. (C) Total cell count of indicated immune
cell subset per spleen. Each dot represents one mouse. (D) Total cell count of indicated
immune cell subset per lung. Each dot represents one mouse, data from one independent
experiment. Bars represent mean values. DCs, dendritic cells; NK, natural killer, M-MDSC,
mononuclear myeloid-derived suppressor cells. Statistical comparisons made with two-way
ANOVA, *P<0.05, **P < 0.01.
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Figure 5. Functional characterization of the immune response after SFN treatment. (A)
Myeloid cell subsets shown as percent of total CD45+ immune cells within the lung. (B) Alveolar
macrophages (AM) after stimulation with protein transport inhibitors. MFI, mean fluorescent
intensity. (C) Cytokine expression in alveolar macrophages after stimulation with protein
transport inhibitors. (D) T cells were stained immediately ex vivo without further stimulation and
evaluated for the expression of Ki67, PD1 and MHC-II. Percent of CD8+ or CD4+ T cells from
spleen or lung expressing indicated marker are shown. (E) Percent of CD8+ or CD4+ T cells
from spleen or lung expressing indicated marker after stimulation with PMA/ionomycin. Each dot
represents one mouse, data from one independent experiment. Data represented as mean +
standard error of mean. n=4 uninfected, n=5 infected SFN-treated, and n=8 infected untreated
animals. Statistical comparisons made with one-way ANOVA, *P<0.05, **P < 0.01, ***P < 0.001,
****P < 0.0001.
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