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Supplementary Figure S6 

 
Supplementary Figure S6: Discarding the temporal information of a random temporal 
edge does not affect the clustering of the temporal networks into 5 clusters: adjusted 
Rand Index indicates similarity to the original 5 clusters. Values of 1 indicate identical 
clusters. The inferred clusters are robust against a randomly chosen edge weight set 
to a constant value. (a,b) Temporal edge information was removed only for CDC28-
CLB6 or (c,d) CDC28-CLN1. (e) Similarity of clustering for single edges set to constant 
weight.   
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Supplementary Figure S7 
 

 
 
 
Supplementary Figure S7: Temporal edge information for some nodes only is not 
sufficient to infer the original clusters. (a) Distance matrix and (b) inferred clusters from 
a temporal network in which temporal information is only kept for the edges of CLB1. 
One large cluster spanning phases G1 and S was obtained, and the G2/M cluster was 
detected. (c) Distance matrix and (d) inferred clusters when temporal information is 
only kept for the edges of SIC1. The situation was reversed, with a large cluster 
corresponding to phases S, G2 and M, and smaller clusters corresponding to phase 
G1. (e) We could not find a clear correlation between the # of temporal edges, or 
typical static network centrality measures (Degree centrality, Betweenness centrality) 
and only weak correlation between Eigenvector centrality and the adjusted Rand 
index that indicates good recovery of initial clusters.   
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Supplementary Figure S8 
 

 
 
Supplementary Figure S8: Testing the robustness of the multiscale phase inference 
using Phasik, with respect to sampling frequency changes. Different sampling 
frequencies (or equivalently its inverse, the time resolution) of the ODE model 
provided by Chen were used to build the temporal cell cycle model. (a) 2 minutes, (b) 
5 minutes, (c) 10 minutes, (d) 15 minutes, (e) 18 minutes and (f) 20 minutes. The initial 
5 phases were well retrieved down to very low sampling frequencies, at which only 
the maximum obtainable number of clusters was lower. 
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