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Figure 14: (Supplementary.) Comparing UMAP representation of latent representation from cytoself and cell-inpainting?® anno-
tated with organelle-level ground truth. Aligned UMAPs are given to aid visual comparison.

21



bioRxiv preprint doi: https://doi.org/10.1101/2021.03.29.437595; this version posted July 3, 2021. The copyright holder for this preprint (which
was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made
available under aCC-BY-NC-ND 4.0 International license.

(a) Full cytoself model (e) conv5_1 layer at inpainting model
10.0 10.0
7.5 4 y 7.5
5.0 5.0
2.5 25
~ . ~N
g AR g
~
£ 004 7. E o0
=254 -25
-5.04 -5.0
-7.54 -75
50 -25 00 25 50 75 100 125 50 -25 00 25 50 75 100 125
Umap 1 Umap 1
(b) Full cytoself model without nuclear channel Protein-complex-level ground truth
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Figure 15: (Supplementary.) Comparing UMAP representation of latent representation from cytoself and cell-inpainting?® anno-
tated with protein-complex-level ground truth. Aligned UMAPs are given to aid visual comparison.
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