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Fig. S4. Quantification of growth parameters in the radial axis and their modulation by BR  

(A) Confocal images of a WT root and corresponding sequential radial section taken at the QC, 

marked by the position of the cortical cell (2 closest to the QC). Longitudinal scale bar = 50 µm, 

radial scale bar = 20 µm. 

(B) Radial WT root area, as measured from radial cross-sections of the different tissues 

composing the root at a given distance from the QC, marked by position of cortical cells. n= 24 

roots. 

(C) Number of cells in radial cross-sections of the different tissues composing the WT root, at a 

given distance from the QC, marked by position of cortical cells.  

(D-H) Number of cells in radial cross-sections of the different tissues composing the root, at a 

given distance from the QC, marked by position of cortical cells in WT, bri1 and WT treated with 

BL, and lines with tissue-specific expression of BRI1 and bin2-1, treated or untreated with BL.  

(I) Average area of stele cells of lines as in D-H.  

3≤n≤11 roots  

LRC, lateral root cap; ep, epidermis; co, cortex; en, endodermis; pe, pericycle; st, stele 
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Table S3 - Kinetics table 

Line Kinetics  Vs. WT 
WT 0.0077 1.00 
bri1 0.0044 0.569 
BL 0.023 3.00 

 

 

Table S4 – Calculated kinetics table 

Line Ratio of measured kinetics 
(vs. WT)  

Ratio of calculated kinetics 
(vs. WT) 

WT 1.00 1.00 
bri1 0.569 0.545 
GL2-BRI1  0.964 
SHR-BRI1  0.626 

 

 

Table S5 - meristem duration 

Line Meristem length (µm) Rate (µm/h) Duration (hours) Duration (days) 
WT 194 1.49 130.72 5.45 
bri1 112 0.49 229.89 9.58 
BL 234 5.83 40.16 1.67 
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Table S7 - simulation parameters for all lines 

Model 
Target 
time 

to WT 

Parameters 

vs. WT 
Parameters 

used 

Stiffness to WT Stiffness to bri1 
Time 
steps 

To WT 
time 

To target 
time 

Inner 
ratio 

Outer 
Ratio 

I/O Ratio 
Inner 

Ratio 
Outer 

Ratio 
Inner 

Ratio 
Outer 

WT 0% same 
same growth 

rate & stiffness 
- - - - 1861 - - 0.69 1.12 -38.73% 

  I 0 ; O 0 WT 0% 0% -55% -30% 6847 0.0% 0.0% 0.999 1.000 -0.001 

bri1 75.7% I 0 ; O 0 WT 0% 0% -58% -30% 7227 5.5% -39.9% 1.176 0.940 0.252 

  I+138 ; O+42 bri1 138% 42% 0% 0% 12032 75.7% 0.0% 0.999 1.000 -0.002 

BL -78.9% I 0 ; O 0 WT 0% 0% -58% -30% 8781 28.2% 506.9% 1.057 0.979 0.080 
  I-75.5 ; O-71.5 BL -75.5% -71.5% -90% -80% 1450 -78.8% 0.2% 1.000 1.000 -0.001 

GL2 3.7% I 0 ; O 0 WT 0% 0% -58% -30% 7293 6.5% 2.7% 1.014 0.996 0.019 

  I+138 ; O+42 bri1 138% 42% 0% 0% 12040 75.8% 69.5% 0.838 1.048 -20.0% 

  I 0 ; O-3 GL2 0% -3% -58% -32% 7076 3.3% -0.4% 1.000 1.000 0.000 

SHR 11.3% I 0 ; O 0 WT 0% 0% -58% -30% 7611 11.2% -30.4% 0.955 1.024 -0.067 

  I+138 ; O+42 bri1 138% 42% 0% 0% 12770 86.5% 16.8% 0.816 1.098 -25.7% 

  I+32 ; O+41 SHR 32% 41% -45% -1% 11020 60.9% 0.8% 0.997 1.001 -0.004 
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Table S8 - simulation parameters for WT 

 

  Outer   Inner     
Stiffness   1 2 3 4 5 
Outside 0 13 - - - - 
Epidermis 1 6.1 3.7 - - - 
Cortex 2 - 3.5 9 - - 
Endodermis 3 - - 2.5 3.9 - 
Pericycle 4 - - - 1.1 1.1 
Stele 5 - - - - 0.4 

 

Growth Factors 1 2 3 4 5 
Outside 0 0.001 - - - - 
Epidermis 1 0.001 0.0002 - - - 
Cortex 2 - 0.0002 0.001 - - 
Endodermis 3 - - 0.001 0.001 - 
Pericycle 4 - - - 0.005 0.005 
Stele 5 - - - - 0.005 
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Table S9 – Area Extension  

 
Area Extension (Ratio) Area Extension (%) 

Time Factor 
Area Extension (Time Adjusted) 

 
Outer Inner Outer Inner Outer Inner 

WT 2.63 2.62 163.29 161.92 1.00 2.63 2.62 

bri1 3.13 2.28 213.12 128.26 1.76 1.78 1.30 

BL 2.68 2.42 167.56 142.47 0.21 12.66 11.47 

pGL2-BRI1 2.69 2.49 168.94 149.32 1.04 2.59 2.40 

pSHR-BRI1 2.98 2.99 197.61 198.97 1.60 1.86 1.87 
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