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Fig. S2. Diet-specific pairwise phenotypic correlation values. Size and color of squares represent the positive (blue) or negative (red) correlation values. Purple
box highlights pairwise correlations between cardiac output and stroke volume (EC_COUT, EC_STRO) and multiple body composition traits (DX_PFAT, DX_TARE,
DX_BODY, and DX_TTME).

Fig. S3. Scatterplot of phenotypic versus genetic correlations. Grey line depicts linear correlation with 95% Cl in shaded area.
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Fig. S4. Pairwise Pearson correlation values between PC_ECE2 and the two directly measured traits used to calculate this principle component analysis trait:

EC_EFRA and EC_LVIS.
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Fig. S5. A. Manhattan plot of diet-dependent genome-wide linkage mapping results for EC_LVIS. B. Fine-mapping of chromosome 2 locus. Rank 1, 2, and 3 FAP
variants shown in red, orange, and yellow circles. C. Diet-specific effect of lead genotyped variant for each of the eight founder variants.
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