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307 Figure Legends

308  Figure 1.Schematic illustration of single-nucleotide polymorphisms (SNPs) in SARS-CoV-2
309 variants. Three SARS-CoV-2 lineages were used in this study; lineage A (an early SARS-
310 CoV-2 isolate), lineage B.1.1.7 (identified in the UK), and lineage B.1.351 (identified in

311  South Africa). SNPs that are observed in B.1.351 compared to the early isolate are noted in
312  red above the diagram. SNPs observed in B.1.1.7 compared to the early isolate are noted in
313  green below the diagram. NTD (N-terminal domain); RBD (receptor-binding domain); FP
314  (fusion peptide); IFP (internal fusion peptide); HR1 (heptad repeat 1); HR2 (heptad repeat 2);

315  TM (transmembrane anchor); CT (cytoplasmic tail)

316  Figure 2. Dose-response curve analysis in Vero cells for the 9 drugs that were tested in this
317  study. The red circles (lineage A), blue diamonds (lineage B.1.1.7), and green triangles

318  (lineage B.1.351) represent inhibition of SARS-CoV-2 infection (%) in the presence of

319 increasing concentrations of each drug, and the black squares represent cell viability (%).

320 Means £ SD were calculated from duplicate experiments.

321  Figure 3. Dose-response curve analysis in Calu-3 cells for the 9 drugs that were tested in this
322  study. The red circles (lineage A), blue diamonds (lineage B.1.1.7), and green triangles

323  (lineage B.1.351) represent inhibition of SARS-CoV-2 infection (%) in the presence of

324  increasing concentrations of each drug, and the black squares represent cell viability (%).

325  Means + SD were calculated from duplicate experiments.
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