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Fig. S5. Alphafold2 models of FtsLB.  a) Alphafold2 produced five ranked model of FtsLB, numbered 1-5 (best
to worst).  In spite of four subunits being provided, rank models 1-4 display separated dimeric units with little or
no interaction between them. Rank model 5 is organized in a tetrameric unit. However, the interactions between
the pair of dimers is loose and significantly underpacked. b) The Alphafold2 models have high confidence in the
coiled coil region, as color coded in the figure (100: highest confidence; 0: lowest confidence). c) Alignments of
one dimer from the rank 1 model to half of the Y-model (left) and the I-model (right). Regions not used in the
alignment are transparent. The alignment with the Y-model is excellent, with a Cα RMSD of 2.33 Å, while the I-
model alignment is less optimal, with an RMSD of 3.47 Å. 
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Fig.  S6. Trajectories of the three 400 ns replica MD runs of the FtsLB Y-model. The graph illustrates the
fluctuations of the RMSD of the entire complex (black) and the individual subdomains: red: transmembrane
region; green: coiled coil, chains A (FtsB) and B (FtsL); blue: coiled coil, chains C (FtsB) and D (FtsL); magenta:
post-CCD region, chains A and B; orange: post-CCD region, chains C and D. The RMSD indicates that the
transmembrane domain and coiled-coil domains remain relatively stable during the entirety of the simulations.
The RMSD analysis is summarized in supplementary Table S3.
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