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Figure S4.7. Active zone protein localization in nrx-1(wy778) and unc-104(e1265) 

mutants.  

(A)  Line scan fluorescent images (inverted, LUT) of active zone protein CLA-1 (Punc-

17b::CLA-1-1::GFP, inverted) from cholinergic axons of dorsal nerve cords in wild 

type, nrx-1(wy778), and unc-104(e1264) mutants. Images on each line are from 

different animals (5 are shown for each genotype). These data correspond to 

quantification in Figure 4C.  

(B)  Scatterplot of CLA-1::GFP puncta in a 50 µm region of the dorsal nerve cord in 

wild type, nrx-1(wy778) and unc-104(e1265) animals. One-way ANOVA, Dunnett’s 

multiple comparisons test, ****p<0.0001. Bars, mean ± SEM.  

(C)  Scatterplot of CLA-1::GFP fluorescence intensity in a 50 µm region of the dorsal 

nerve cord in wild type, nrx-1(wy778) and unc-104(e1265) animals. One-way 

ANOVA, Dunnett’s multiple comparisons test **p<0.01, ****p<0.0001. Bars, mean 

± SEM.  

(D)  Line scan fluorescent images (inverted, LUT) of active zone protein UNC-10 

(Punc-129::UNC-10::GFP) from cholinergic axons of dorsal nerve cords in wild 

type, nrx-1(wy778) and unc-104(e1265) mutants. Images on each line are from 

different animals (5 are shown for each genotype). These data correspond to 

quantification in Figure 4C.  

(E)  Quantification of UNC-10::GFP puncta in a 50 µm region of the dorsal nerve cord 

in wild type, nrx-1(wy778) and unc-104(e1265) animals. One-way ANOVA, 

Dunnett’s multiple comparisons test, **p<0.001, ****p<0.0001. Bars, mean ± SEM.  
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(F)  Quantification of UNC-10::GFP fluorescence intensity in a 50 µm region of the 

dorsal nerve cord in wild type, nrx-1(wy778) and unc-104(e1265) mutants. One-

way ANOVA, Dunnett’s multiple comparisons test, ****p<0.0001. Bars, mean ± 

SEM.  

(G)  Line scan fluorescent images (inverted, LUT) of active zone protein ELKS-1 (Punc-

129::ELKS-1::mCherry, inverted) from cholinergic axons of dorsal nerve cords in 

wild type, nrx-1(wy778) and unc-104(e1265) mutants. Images on each line are 

from different animals (5 are shown for each genotype). These data correspond to 

quantification in Figure 4C.  

(H)  Quantification of ELKS-1::mCherry puncta per 50 µm of the dorsal nerve cord in 

indicated genotypes. One-way AVOVA, Dunnett’s multiple comparisons test, 

****p<0.0001, ns, not significant. Bars, mean ± SEM.  

(I)  Quantification of ELKS-1::mCherry fluorescence intensity in a 50 µm region of the 

dorsal nerve cords of wild type, nrx-1(wy778) and unc-104(e1265) mutants. One-

way ANOVA, Dunnett’s multiple comparisons test, ***p<0.001, ns, not significant. 

Bars, mean ± SEM. 
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Figure S5.1 Shift to restrictive temperature during L3 in wild type and unc-

104(ce782)ts animals.  

(A) Cartoon depiction of experimental timeline. Animals were grown at 13.5°C until L3 

stage (~approx. 120 hours in unc-104(ce782) mutants, 96 hours in wild type 
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animals) before shifting animals to their restrictive temperature of 25°C for 16-20 

hours and imaging.  

(B) Fluorescent images of DD spines from wild type (top) or unc-104(ce782)ts animals 

grown continuously at the permissive temperature (13.5°C) (middle panel) or 

shifted to the restrictive temperature (25°C) for 16-20 hours before imaging. 

(C) Quantification of DD spines per 15 µm from wild type and unc-104(ce782)ts 

mutants. Two-way ANOVA, Tukey’s multiple comparisons test, ****p<0.0001, n ≥ 

12 animals. Data points indicate mean ± SeM.  
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