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Table 1 | Summary of correlation analyses (Pearson’s correlation coefficient) between
expected and observed richness of arbuscular mycorrhizal fungi (AMF) and ectomycorrhizal
fungi (EMF) in mixture plots, respectively. Analyses were conducted separately for the six
experimental treatments (mycorrhizal type of tree: AM, EM, and Both; tree species richness
levels: 2 and 4). Due to low detection rates of EMF-ASVs, two of the treatments could not be

statistically tested. Significant relationships are highlighted in bold (P < 0.05) (N = 188).

AMF richness EMF richness

df r P df r p
AM-2 6 0.86 0.01 - -
AM-4 7 034 0.37 - - -
EM-2 6 0.05 0.91 7 -0.42 0.26
EM-4 7 -0.25 0.52 8 -0.05 0.88
Both-2 5 0.91 0.00 6 -0.39 0.34
Both-4 7 0.63 0.07 6 -0.03 0.94
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Table 2 | Summary of linear effects analyses on phylogenetic diversity of arbuscular
mycorrhizal fungi (AMF PD) and ectomycorrhizal fungi (EMF PD) as affected by tree species
identity of the target tree, tree species of the neighbour tree (same vs. different), mycorrhizal
type of the neighbour tree (same vs. different), and tree species richness of the plot.
Analyses were conducted separately for trees predominantly associated with arbuscular
mycorrhizal fungi (AM trees) and trees predominantly associated with ectomycorrhizal fungi

(EM trees). Significant effects are highlighted in bold (P < 0.05) (N = 188).

AMF PD EMF PD

df X2 P X? P
AM trees
Tree species target 4 69.70 <0.001 2.55 0.64
Tree species neighbour 1 263 0.10 0.29 0.59
Mycorrhizal type neighbour 1  0.08 0.78 36.94 <0.001
Tree species richness 1 0.01 0.94 0.05 0.83
EM trees
Tree species target 4 522 0.27 10.84 0.03
Tree species neighbour 1 0.5 0.70 2.01 0.16
Mycorrhizal type neighbour 1  7.49 0.01 17.48 <0.001
Tree species richness 1 0.10 0.76 0.13 0.72
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