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Figure 7: Runx1* endothelial cells in adult tissues do not have a
hematopoietic identity. a) Heatmap of gene expression highlighting the top marker
genes of Runx1+ endothelial cells in the kidney; b) Bar plot showing the number of
tissues in which the indicated genes are expressed in Runx1* endothelial cells.
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Figure 8: ldentification of the most promising tissues for reprogramming.
Ranking of the tissues according to the expression of the key transcription factors,
their co-expression and the results of the network analysis. The top 4 organs are
highlighted with their corresponding drawing. See methods for details about how the
ranking was established.
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