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Figure S32. Integration of FCA snRNA-seq data and published scRNA-seq data of the gut. The 
published data are from two scRNA-seq platforms, 10x and inDrop (Hung et al., 2020). Data integration 
was performed using Harmony (Korsunsky et al., 2019) using the first 30 PCA dimensions. From this 
analysis, we were able to identify all previously known cell types in the gut. In addition, interestingly, we 5 
were able to characterize more cell types, including visceral muscle cells and 5 subtypes of crop cells. 
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Figure S33. Integration of FCA snRNA-seq data and published scRNA-seq data of the ovary 

(A) FCA cells are highlighted in blue, and other cells are colored in gray. (B) Cells from the other three 
datasets are shown in orange, and FCA cells are displayed in gray. (C) Annotated FCA clusters as noted. 
Unannotated cells and cells from other datasets are in gray. (D) Polar cells identified in all datasets are 5 
highlighted and a magnified region of the UMAP plot containing polar cell clusters. (E) Unannotated FCA 
cells are labeled blue, all other cells are shown in gray. (F) Unannotated cells clustered independently. 
Presumptive cluster identities were determined by expression of marker genes as well as co-clustering with 
previously determined cell types. (G, H) Expression of sickie (sick) and Wnt4 genes labeling late stage 
terminal follicle cells indicated by arrows. (I, J) Confocal images of sick-GAL4 driving UAS-RFP showing 10 
expression in all late stage terminal follicle cells and of Wnt4-GAL4 driving UAS-RFP showing expression 
in low levels in posterior terminal follicle cells and in high levels in escort cells. Confocal images are 
maximum intensity projections.  

All plots are from UMAP.  Three published adult ovarian scRNA-seq datasets are from (Jevitt et al., 2020; 
Rust et al., 2020; Slaidina et al., 2020). Datasets were integrated and batch corrected using Seurat v4.0.1. 15 
Scale bars in G and H depict average expression levels in log2(((UMI + 1)/total UMI)×10^4). Scale bar in 
I and J, 100 µm. 
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Other Supplementary Materials for this manuscript include the following:  
Table S1: cell type-specific transcription factors for Fig. 5 
Table S2: manually removed cells for sex-difference analysis in Fig. 6 
Table S3: cell level data for sex-difference analysis in Fig. 6 
Table S4: cluster level data for sex-difference analysis in Fig. 6 5 
 
Tables S1-4 are provided as Excel files. 
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