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Figure 4. Evolution of B cell clones induced by SARS-CoV-2 vaccination. a, Comparison of
avidity indices of plasma IgG against SARS-CoV-2 S between the indicated time points in
participants without (red) and with (black) a history of SARS-CoV-2 infection. Avidity index was
defined as the ratio of optical density values obtained in the presence and absence of 8M urea.
Data are P values were determined by Wilcoxon matched-pairs signed rank test. Results are
from one experiment performed in duplicate. b, IGHV nucleotide mutation frequency of S-
binding PB, LNPC, and BMPC at the indicated time points. Horizontal lines and colored
numbers represent median values. P values were determined by Kruskal-Wallis test followed by
Dunn’s multiple comparison test. ¢, Phylogenetic trees of each clonal group showing inferred
relations between PB (squares), LNPC (triangles), and BMPC (diamonds). ELISA-verified S-
binding mAb IDs and clonal group IDs are indicated in the diagram. Horizontal branch length
represents the expected number of substitutions per codon in V-region genes, corresponding to
the key.
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