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A B

Supplementary Figure 3. (A) Chemical structure and specific rotation ([α]D) of each TK216 enantiomer. (B) Dose-
response curve for (-)-TK216 and (+)-TK216, against EWSA673 cells. Densitometry graphs under gels were generated
using ImageJ to measure intensity of β-tubulin band. Densitometry data were normalized to the control no competitor
plus probe lane.
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Supplementary Figure 4. Full gel images of cell-based competition assay using covalent β-tubulin probe to
assess tubulin binding in EWS cells by compounds, colchicine, CD437, YK-4-279, TK216, (-)-TK216, (+)-TK216,
rigosertib, and tivantinib. Densitometry graphs under gels were generated using ImageJ to measure intensity of β-
tubulin band. Densitometry data were normalized to the control no competitor plus probe lane.
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