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Matched Nanopore Bionano CNV visualization. Nanopore read data and Bionano optical
reads both mapped against hg38. Blue points show where binned data indicates greater
than expected copy number, red points where binned data indicates lower than expected
copy number. A) NA12878 showing Nanopore adaptive sampling data only from barcode
01. B) NB4 and C) 22Rv1 showing Nanopore adaptive sampling data and Bionano optical
mapping data.
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Table 1
Barcode Sample Panel Gene Yield On On On Off Mean
Number (Gb) Targe Targe Targe Target Target
t (Gb) t N50 t Mean Coverage
Mean
01 GM12878 TruSight 170 3.8 0.355 8,149 1,926 554 11.0
170 Tumor
Panel
02 NB4 TruSight 508 6.1 1.240 7,191 4,203 551 15.0
RNA Fusion
Panel
03 22Rv1 COSMIC 77 5.1 1.250 6,858 5,065 556 11.5
Unclassified 3.1 736
Total 18.79 3,221 587

Sample Performance. Run metric performance per barcode and over the entire flow cell.

Metrics are derived from real-time monitoring with minoTour.
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