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Abstract  9 

Background: Emergence of new variant of SARS-CoV-2, namely omicron, has posed a 10 

global concern because of its high rate of transmissibility and mutations in its genome. 11 

Researchers worldwide are trying to understand the evolution and emergence of such variants 12 

to understand the mutational cascade events. 13 

Methods: We have considered all omicron genomes (n = 302 genomes) available till 2nd 14 

December 2021 in the public repository of GISAID along with representatives of variants of 15 

concern (VOC), i.e., alpha, beta, gamma, delta, and omicron; variant of interest (VOI) mu 16 

and lambda; and variant under monitoring (VUM). Whole genome-based phylogeny and 17 

mutational analysis were performed to understand the evolution of SARS CoV-2 leading to 18 

emergence of omicron variant. 19 

Results: Whole genome-based phylogeny depicted two phylogroups (PG-I and PG-II) 20 

forming variant specific clades except for gamma and VUM GH. Mutational analysis 21 

detected 18,261 mutations in the omicron variant, majority of which were non-synonymous 22 

mutations in spike (A67, T547K, D614G, H655Y, N679K, P681H, D796Y, N856K, Q954H), 23 

followed by RNA dependent RNA polymerase (rdrp) (A1892T, I189V, P314L, K38R, T492I, 24 

V57V), ORF6 (M19M) and nucleocapsid protein (RG203KR). 25 

Conclusion: Delta and omicron have evolutionary diverged into distinct phylogroups and do 26 

not share a common ancestry. While, omicron shares common ancestry with VOI lambda and 27 

its evolution is mainly derived by the non-synonymous mutations. 28 
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VOC, variant of concern; VOI, variant of interest; VUM, variant under monitoring; NSP, 30 

non-structural protein; UTR, untranslated region; rdrp, RNA dependent RNA polymerase. 31 
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Introduction 35 

Currently, the world is witnessing a resurgence of COVID-19 cases due to the new omicron 36 

variant belonging to B.1.1.529. Omicron was first reported in South Africa on 24th November 37 

2021 from the specimen collected on 9th November 38 

2021(https://www.who.int/publications/m/item/enhancing-readiness-for-omicron-(b.1.1.529)-39 

technical-brief-and-priority-actions-for-member-states). On 26th November 2021, World 40 

Health Organisation (WHO) assigned omicron to the ‘variant of concern’ (VOC) category 41 

due to its ability to poses a higher risk of reinfection as compared to previously reported 42 

variants (https://www.who.int/news/item/26-11-2021-classification-of-omicron-(b.1.1.529)-43 

sars-cov-2-variant-of-concern; https://www.who.int/news/item/28-11-2021-update-on-44 

omicron). According to the 1st December 2021 update, omicron is reported in at least 23 45 

countries from five out of six WHO regions, with most cases in Africa and Europe 46 

(https://www.cnbc.com/2021/12/01/who-says-omicron-has-been-found-in-23-countries-47 

across-the-world.html).   48 

There is a lot of uncertainty surrounding the omicron variant. For its risk assessment, 49 

scientists and researchers are investigating the intensity of its spread, extent of its infection, 50 

effectiveness of detection methods, therapeutics, and vaccine efficacy (Knoll & Wonodi, 51 

2021; Lipsitch & Dean, 2020; Pegu et al., 2021). The onset of omicron is reported with mild 52 

diseases suggests its low or mild severity than its previous counterparts like delta (Ewen 53 

Callaway, 2021; E. Callaway & Ledford, 2021). It is known to have a very high mutation rate 54 

with more than 30 mutational changes in its spike protein (Ewen Callaway, 2021) 55 

(https://www.who.int/publications/m/item/enhancing-readiness-for-omicron-(b.1.1.529)-56 

technical-brief-and-priority-actions-for-member-states) 57 

Globally, high risk of reinfection with omicron variant, low vaccine and testing coverage are 58 

ideal for mutations resulting in the emergence of new variants of SARS-CoV-2 (Pulliam et 59 
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al., 2021). Since COVID-19 inception, researchers have been trying to investigate its origin 60 

and evolution (Bansal, Kumar, & Patil, 2021; Singh & Soojin, 2021; Tang et al., 2020). We 61 

are currently witnessing a global molecular arms race between SARS-CoV-2 and its 62 

preventive therapeutics based on diverse regimes such as DNA, RNA, protein or inactivated 63 

whole-virion, etc. (Andreadakis et al., 2020; Corey, Mascola, Fauci, & Collins, 2020; 64 

Sharma, Sultan, Ding, & Triggle, 2020). This global crisis can be addressed by a very rapid 65 

immunization program worldwide. Moreover, the real-time monitoring of evolutionary 66 

cascade of SARS-CoV-2 leading to lethal variants is utmost. Earlier investigation of several 67 

VOC and VOI suggests some of the crucial mutations for viral survival and high infectivity 68 

in humans (Boehm et al., 2021; Kumar & Bansal, 2021; Schmidt et al., 2021). However, 69 

mutations giving rise to omicron and intra-omicron genomic diversity are not yet analyzed at 70 

a population level. 71 

In the present study, we aim to look for the mutational profile of deadly and under-72 

monitoring variants reported till now to understand the emergence of a heavily mutated 73 

variant named omicron. Interestingly, whole genome-based phylogeny suggests two major 74 

phylogroups PG-I and PG-II. Further, mutational analysis depicted the key role of non-75 

synonymous mutations in the evolution of lethal variants. Such genomic insights into the 76 

nature of mutational cascade are the need of the hour. 77 

Results 78 

Phylogenomics suggests common ancestry of omicron and lambda variants 79 

Whole genome-based phylogeny (n = 478 genomes) representing VOC (alpha, beta, gamma, 80 

delta, and omicron), VOI (mu and lambda), VUM depicts two major phylogroups PG-I and 81 

PG-II (figure 1, supplementary figure 1 and supplementary table 1). Here, the reference strain 82 

of SARS-CoV-2 (Wuhan-Hu-1, NC_045512.2) is taken as an outgroup. PG-I has VOC: 83 

gamma, beta, and delta; VOI: mu and VUM: GH. PG-II includes VOC: alpha, omicron and 84 

VOI: lambda. However, seven strains of VOC gamma are in PG-II, two of which are basal to 85 

PG-II forming its outgroup (EPI_ISL_3218258, EPI_ISL_2454057), and five 86 

(EPI_ISL_2220217, EPI_ISL_2216321, EPI_ISL_2223074, EPI_ISL_2224081, and 87 

EPI_ISL_2224090) are more related to alpha variant. EPI_ISL_3160245 one of the VUM 88 

strain is distant from the main clade of VUM.  89 

Interestingly, two deadly VOCs, delta and omicron, belong to different phylogroups. 90 

Phylogeny depicted that omicron shares a common ancestry with VOI lambda represented by 91 
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a black asterisk in figure 1. Interestingly, three isolated from Italy (EPI_ISL_6854346, 92 

EPI_ISL_6854347, and EPI_ISL_6854348) form a diversified sub-lineage among the 93 

omicron population. Additionally, EPI_ISL_6886594 from Germany is a diversified omicron 94 

strain. 95 

Very high non-synonymous mutations give rise to omicron 96 

To further understand the evolution and emergence of omicron, we have performed a 97 

mutational analysis with respect to the reference genome of SARS-CoV-2 (NC_045512.2) 98 

(figure 2). Total mutations detected in the dataset were 24,189, and omicron genomes 99 

constituted 18,261 (supplementary table 2). Interestingly, >97% (n = 17,703 mutations) of the 100 

mutations in omicron were in the coding region, and remaining 558 were detected in the 101 

extragenic region of the genome. Amongst the coding gene mutations, 2,965 were indels 102 

while 14,738 were SNPs constituting non-synonymous (n = 11,995 mutations) and 103 

synonymous mutations (n = 2,743 mutations). 104 

Interestingly, mutational events are highly skewed towards the spike protein, which 105 

constitutes ~60% (n = 10,658) of the total mutations in the coding genomic region (n = 106 

17,703) (figure 3). The majority of spike protein mutations encompass A67, T547K, D614G, 107 

H655Y, N679K, P681H, D796Y, N856K, Q954H, which are reported in all the omicron 108 

genomes analyzed (table 3). Count of mutations in the spike was followed by RNA 109 

dependent RNA polymerase (rdrp) (n = 4,142) constituting A1892T, I189V, P314L, K38R, 110 

T492I, V57V in all omicron genomes analyzed (figure 3 and table 3). Remaining 2903 111 

mutations were detected in rest of the coding genomic region (table 2, 3, and supplementary 112 

table 1), where M19M in ORF6, and RG203KR in nucleocapsid protein are amongst the most 113 

prevalent mutations in omicron (figure 3).  114 

Low intra-sequence diversity amongst omicron variant 115 

Intra-strain diversity among the omicron variant strains reported worldwide will be crucial in 116 

understanding the genome dynamics and rapid evolution of SARS-JCoV-2. We performed 117 

the mutational analysis on the current dataset using omicron (OL677199) isolated from 118 

Canada on 23rd November 2021 as the reference genome. Most of the strains (n = 298), 119 

irrespective of their geographic origin, had less than ten mutations depicting low intra-strain 120 

diversity among omicron strains. However, four of the isolates two from Europe (Italy) 121 

(EPI_ISL_6854347 (n = 23 mutations) and EPI_ISL_6854346 (n = 14 mutations) and two 122 

from South Africa (EPI_ISL_6699742 (n = 12 mutations) and EPI_ISL_6774091 (n = 11 123 
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mutations) were most diversified among the omicron genomes. While omicron had >55 124 

mutations when compared with other VOCs and VOIs. 125 

Methods  126 

Identification and procurement of SARS-CoV-2 genome from the public repository 127 

We have considered all the available genomes of omicron variant available in public domain 128 

until 6 pm Indian Standard Time (IST) on 2nd December 2021 from GISAID (n = 302 129 

genomes). A total of 25 strains from each variant of concern, namely alpha (B.1.1.7), beta 130 

(B.1.351), gamma (P.1) and delta (B.1.617.2) and variant of interest, namely lambda (C.37) 131 

and mu (B.1.621). We have also considered 25 strains from variant under monitoring, namely 132 

GH (B.1.640). These all strains are from their respective earlier reports in the public domain. 133 

A detailed list of all the strains used in the study is provided in the supplementary information 134 

(supplementary table 1). 135 

Phylogenetic analysis 136 

A total of 477 high-quality genomes, including the major variants spread across the globe 137 

were taken into consideration. Multiple sequence alignment was performed for all the 138 

genomes using MAFFT v7.467 (Nakamura, Yamada, Tomii, & Katoh, 2018) followed by 139 

phylogenetic tree construction using fasttree v2.1.8 with double precision (Price, Dehal, & 140 

Arkin, 2010) with gamma time reversal method. Visualization of the obtained phylogenetic 141 

tree was performed using iTol v6 (Letunic & Bork, 2019). Different variants were marked in 142 

accordance with different colors as mentioned in the legends. 143 

Mutational analysis  144 

Mutational analysis of all the strains (n=477) in the study was performed with two different 145 

reference genomes. First with NC_045512.2 (Wuhan-Hu-1) strain (reference SARS CoV-2 146 

strain) and another with first reported strain of omicron variant (OL677199.1) 147 

(https://www.ncbi.nlm.nih.gov/nuccore/OL677199) using nucmer v3.1 (Delcher, Phillippy, 148 

Carlton, & Salzberg, 2002). We have used a well-documented R script described earlier 149 

(Mercatelli & Giorgi, 2020). Here, we have used gff3 annotation and reference genome file to 150 

extract genomic coordinate of SARS-CoV-2 proteins. R library package seqinr (https://cran.r-151 

project.org/web/packages/seqinr/index.html) and biostring package 152 

(https://bioconductor.org/packages/release/bioc/html/Biostrings.html) of bioconductor was 153 

implemented to obtain the list of all the mutational events. Frequency and rate of mutation 154 

were calculated with respect to two different references (Reference SARS CoV-2 strain: 155 
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NC_045512.2) (https://www.ncbi.nlm.nih.gov/nuccore/NC_045512.2) and omicron 156 

(OL677199.1) (https://www.ncbi.nlm.nih.gov/nuccore/OL677199) separately. 157 
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 214 

Figure and table legends: 215 

Figure 1: Maximum likelihood whole genome-based phylogeny of SARS-CoV-2 VOCs, 216 

VOIs and VUMs. Here, phylogroups (PG-I and PG-II) and clades (alpha, beta, gamma, 217 

delta, omicron, mu etc.) are marked with respective colors as indicated. Bootstrap values are 218 

represented by the radius of circle at the nodes. Common ancestry of omicron and lambda is 219 

marked by black star.  220 

Figure 2: Mutational analysis of omicron. Six panel image displays the most mutated 221 

samples, overall mutations per samples, most frequent events per class of mutation category, 222 

changes of nucleotide per type, nucleotide wise most frequent events and protein level most 223 

frequent events for the genomes used in the study. 224 

Figure 3: Mutational analysis of omicron (A) Number of mutations in the coding region is 225 

in the centre of the pie-chart representing indels (black), synonymous (yellow) and non-226 

synonymous (red) SNPs. Type and number of mutations in the extergenic region is 227 

represented by pie charts blue, light blue and white as represented in the color legends. (B) 228 

Bar graph representing number of mutations in the genomic region of SARS-CoV-2. (C) 229 

Some of the top mutations (pl. refer table 3 for all top mutations in omicron) among the 230 

omicron variant are represented by stars of black: indels, yellow: synonymous and red: non-231 

synonymous mutations. 232 
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Table 1: Metadata of the VOCs, VOIs and VUMs strains used in the present study. 233 

Table 2: Genomic region wise mutational count of the omicron isolates by taking 234 

NC_045512.2 as a reference. 235 

Table 3: Top mutations (>185 in count) in omicron variant as compared to the reference 236 

sequence NC_045512.2 237 

Supplementary material: 238 

Supplementary figure 1: Maximum likelihood whole genome-based phylogeny of SARS-239 

CoV-2 VOCs, VOIs and VUMs. Here, phylogroups (PG-I and PG-II) and clades (alpha, 240 

beta, gamma, delta, omicron, mu etc.) are marked with respective colors as indicated. 241 

Bootstrap values are represented by the radius of circle at the nodes. For better visualisation 242 

of tree topology and bootstrap values branch length is ignored. 243 

Supplementary table 1: Total mutations in strains under study using NC_045512.2 as 244 

reference genome. 245 

Supplementary table 2: Total mutations in strains under study using omicron (OL677199) 246 

as reference genome. 247 
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Table 1: Metadata of the VOCs, VOIs and VUMs strains used in the present study.
Variant strain Strain_analysisvirus gisaid_epi_isldate region country division location region_exposurecountry_exposuredivision_exposuresegment length host age sex pangolin_lineageGISAID_cladeoriginating_labsubmitting_labauthors url date_submitted
Omicron hCoV-19/HongKong/VM21044713-1/2021VOC_Omicron_hCoV-19/HongKong/VM21044713-1/2021betacoronavirusEPI_ISL_659078213-11-2021 Asia Hong Kong Asia Hong Kong genome 29752 Human 36 Male B.1.1.529 GR Home Quarantine TaskforceHong Kong Department of HealthAlan K.L. Tsang, Peter C.W. Yip, Ken H.L. Ng, Edman T.K. Lam, Rickjason C.W. Chanhttps://www.gisaid.org/22-11-2021
Omicron hCoV-19/Botswana/R40B59_BHP_3321001248/2021VOC_Omicron_hCoV-19/Botswana/R40B59_BHP_3321001248/2021betacoronavirusEPI_ISL_664091611-11-2021 Africa Botswana South East Greater GaboroneAfrica Botswana South East genome 29684 Human 57 Female B.1.1.529 GR Botswana Harvard HIV Reference LaboratoryBotswana Harvard HIV Reference LaboratorySikhulile Moyo, Wonderful T. Choga, Dorcas Maruapula, Keoratile Ntshambiwa, Sefetogi Ramaologa, Thongbotho Mphoyakgosi, Boitumelo Zuze, Botshelo Radibe, Legodile Kooepile, Ontlametse T. Bareng, Pamela Smith-Lawrence, Kgomotso Moruisi, Roger Shapiro, Shahin Lockman, Joseph Makhema, Mphaphi B. Mbulawa, Mosepele Mosepele, Simani Gaseitsiwehttps://www.gisaid.org/23-11-2021
Omicron hCoV-19/Botswana/R40B60_BHP_3321001247/2021VOC_Omicron_hCoV-19/Botswana/R40B60_BHP_3321001247/2021betacoronavirusEPI_ISL_664091711-11-2021 Africa Botswana South East Greater GaboroneAfrica Botswana South East genome 29684 Human 64 Male B.1.1.529 GR Botswana Harvard HIV Reference LaboratoryBotswana Harvard HIV Reference LaboratorySikhulile Moyo, Wonderful T. Choga, Dorcas Maruapula, Keoratile Ntshambiwa, Sefetogi Ramaologa, Thongbotho Mphoyakgosi, Boitumelo Zuze, Botshelo Radibe, Legodile Kooepile, Ontlametse T. Bareng, Pamela Smith-Lawrence, Kgomotso Moruisi, Roger Shapiro, Shahin Lockman, Joseph Makhema, Mphaphi B. Mbulawa, Mosepele Mosepele, Simani Gaseitsiwehttps://www.gisaid.org/23-11-2021
Omicron hCoV-19/Botswana/R40B58_BHP_3321001245/2021VOC_Omicron_hCoV-19/Botswana/R40B58_BHP_3321001245/2021betacoronavirusEPI_ISL_664091911-11-2021 Africa Botswana South East Greater GaboroneAfrica Botswana South East genome 29684 Human 33 Female B.1.1.529 GR Botswana Harvard HIV Reference LaboratoryBotswana Harvard HIV Reference LaboratorySikhulile Moyo, Wonderful T. Choga, Dorcas Maruapula, Keoratile Ntshambiwa, Sefetogi Ramaologa, Thongbotho Mphoyakgosi, Boitumelo Zuze, Botshelo Radibe, Legodile Kooepile, Ontlametse T. Bareng, Pamela Smith-Lawrence, Kgomotso Moruisi, Roger Shapiro, Shahin Lockman, Joseph Makhema, Mphaphi B. Mbulawa, Mosepele Mosepele, Simani Gaseitsiwehttps://www.gisaid.org/23-11-2021
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Omicron hCoV-19/Netherlands/NH-RIVM-71076/2021VOC_Omicron_hCoV-19/Netherlands/NH-RIVM-71076/2021betacoronavirusEPI_ISL_684161126-11-2021 Europe NetherlandsNoord-Holland Europe NetherlandsNoord-Hollandgenome 29464 Human unknown unknown B.1.1.529 GR Dutch COVID-19 response teamNational Institute for Public Health and the Environment (RIVM)Adam Meijer, Harry Vennema, Dirk Eggink, Jeroen Cremer, Sharon van den Brink, Bas van der Veer, AnneMarie van den Brandt, Lisa Wijsman, Kim Freriks, Ryanne Jaarsma, Lynn Aarts, Sanne Bos, Stijn van Rossum, Linda van Someren, Florian Zwagemaker, Dennis Schmitz, Annelies Kroneman, Karim Hajji, Ivo van Walle, Chantal Reusken, on behalf of the national COVID-19 response teamhttps://www.gisaid.org/29-11-2021
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Omicron hCoV-19/Netherlands/NH-RIVM-71083/2021VOC_Omicron_hCoV-19/Netherlands/NH-RIVM-71083/2021betacoronavirusEPI_ISL_684161726-11-2021 Europe NetherlandsNoord-Holland Europe NetherlandsNoord-Hollandgenome 29752 Human unknown unknown B.1.1.529 GR Dutch COVID-19 response teamNational Institute for Public Health and the Environment (RIVM)Adam Meijer, Harry Vennema, Dirk Eggink, Jeroen Cremer, Sharon van den Brink, Bas van der Veer, AnneMarie van den Brandt, Lisa Wijsman, Kim Freriks, Ryanne Jaarsma, Lynn Aarts, Sanne Bos, Stijn van Rossum, Linda van Someren, Florian Zwagemaker, Dennis Schmitz, Annelies Kroneman, Karim Hajji, Ivo van Walle, Chantal Reusken, on behalf of the national COVID-19 response teamhttps://www.gisaid.org/29-11-2021
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Omicron hCoV-19/SouthAfrica/Tygerberg_3060/2021VOC_Omicron_hCoV-19/SouthAfrica/Tygerberg_3060/2021betacoronavirusEPI_ISL_684215422-11-2021 Africa South AfricaWestern Cape ProvinceCape Town MetroAfrica South AfricaWestern Cape Provincegenome 29746 Human 44 Female B.1.1.529 GR PathCare, Cape TownDivision of Medical Virology, National Health Laboratory Service (NHLS), Tygerberg Hospital / Stellenbosch UniversityJean Maritz, Nadine Cronje, Petra Raimond, Tongai Maponga, Shannon Wilson, Kamela Mahlakwane, Tania Stander, Gert van Zyl, Wolfgang Preiserhttps://www.gisaid.org/29-11-2021
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Omicron hCoV-19/Spain/MD-HGUGM-5821169/2021VOC_Omicron_hCoV-19/Spain/MD-HGUGM-5821169/2021betacoronavirusEPI_ISL_685152628-11-2021 Europe Spain Madrid Europe Spain Madrid genome 29754 Human 51 Male B.1.1.529 GR Hospital General Universitario Gregorio MarañónHospital General Universitario Gregorio MarañónSergio Buenestado Serrano, Jorge Rodríguez-Grande, Pedro Sola Campoy, Laura Pérez-Lago, Cristina Rodriguez-Grande, Marta Herranz Martin, Victor Manuel de la Cueva, Julia Suárez, Pilar Catalán, Patricia Muñoz, Darío García de Viedmahttps://www.gisaid.org/29-11-2021
Omicron hCoV-19/Italy/CAM-COLLI-COTUGNO-A10117/2021VOC_Omicron_hCoV-19/Italy/CAM-COLLI-COTUGNO-A10117/2021betacoronavirusEPI_ISL_685434628-11-2021 Europe Italy Campania Europe Italy Campania genome 29645 Human 77 Female B.1.1.529 GR Microbiologia e Virologia CotugnoMicrobiologia e Virologia CotugnoClaudia Tiberio,Luigi Atripaldi,Enza Mallardo,Antonio Fascione,Giovanni D'Auria,Francesco Nappo,Ilaria Cavallaro,Antonio Canonico,Giuseppe di Gennarohttps://www.gisaid.org/29-11-2021
Omicron hCoV-19/Italy/CAM-COLLI-COTUGNO-B10118/2021VOC_Omicron_hCoV-19/Italy/CAM-COLLI-COTUGNO-B10118/2021betacoronavirusEPI_ISL_685434728-11-2021 Europe Italy Campania Europe Italy Campania genome 29795 Human 8 Female B.1.1.529 GR Microbiologia e Virologia CotugnoMicrobiologia e Virologia CotugnoClaudia Tiberio,Luigi Atripaldi,Enza Mallardo,Antonio Fascione,Giovanni D'Auria,Francesco Nappo,Ilaria Cavallaro,Antonio Canonico,Giuseppe di Gennarohttps://www.gisaid.org/29-11-2021
Omicron hCoV-19/Italy/CAM-COLLI-COTUGNO-C10119/2021VOC_Omicron_hCoV-19/Italy/CAM-COLLI-COTUGNO-C10119/2021betacoronavirusEPI_ISL_685434828-11-2021 Europe Italy Campania Europe Italy Campania genome 29488 Human 81 Female B.1.1.529 GR Microbiologia e Virologia CotugnoMicrobiologia e Virologia CotugnoClaudia Tiberio,Luigi Atripaldi,Enza Mallardo,Antonio Fascione,Giovanni D'Auria,Francesco Nappo,Ilaria Cavallaro,Antonio Canonico,Giuseppe di Gennarohttps://www.gisaid.org/29-11-2021
Omicron hCoV-19/CzechRepublic/KNL_2021-110119140/2021VOC_Omicron_hCoV-19/CzechRepublic/KNL_2021-110119140/2021betacoronavirusEPI_ISL_686200526-11-2021 Europe Czech RepublicLiberec RegionRynoltice Europe Czech RepublicLiberec Regiongenome 29770 Human 60 Female B.1.1.529 GR Regional Hospital LiberecRegional Hospital LiberecTomas Zajic, Iva Dolinova, Katerina Stillerova, Katerina Arientova, Martin Kracikhttps://www.gisaid.org/29-11-2021
Omicron hCoV-19/Reunion/PIMIT_Om1/2021VOC_Omicron_hCoV-19/Reunion/PIMIT_Om1/2021betacoronavirusEPI_ISL_686289722-11-2021 Africa Reunion Africa Reunion genome 29747 Human 53 Male B.1.1.529 GR CERBALLIANCEUMR PIMITDavid A Wilkinson; Patrick Mavinguihttps://www.gisaid.org/29-11-2021
Omicron hCoV-19/Scotland/QEUH-2BA62F6/2021VOC_Omicron_hCoV-19/Scotland/QEUH-2BA62F6/2021betacoronavirusEPI_ISL_686922623-11-2021 Europe United KingdomScotland Europe United KingdomScotland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in GlasgowWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumHarper VanSteenhouse, Yumi Kasai, David Gray, Carol Clugston, Anna Dominiczak and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Scotland/QEUH-2BA60B0/2021VOC_Omicron_hCoV-19/Scotland/QEUH-2BA60B0/2021betacoronavirusEPI_ISL_686936323-11-2021 Europe United KingdomScotland Europe United KingdomScotland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in GlasgowWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumHarper VanSteenhouse, Yumi Kasai, David Gray, Carol Clugston, Anna Dominiczak and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Scotland/QEUH-2BA650C/2021VOC_Omicron_hCoV-19/Scotland/QEUH-2BA650C/2021betacoronavirusEPI_ISL_686940723-11-2021 Europe United KingdomScotland Europe United KingdomScotland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in GlasgowWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumHarper VanSteenhouse, Yumi Kasai, David Gray, Carol Clugston, Anna Dominiczak and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Scotland/QEUH-2BA4586/2021VOC_Omicron_hCoV-19/Scotland/QEUH-2BA4586/2021betacoronavirusEPI_ISL_687361223-11-2021 Europe United KingdomScotland Europe United KingdomScotland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in GlasgowWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumHarper VanSteenhouse, Yumi Kasai, David Gray, Carol Clugston, Anna Dominiczak and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Sweden/10190023/2021VOC_Omicron_hCoV-19/Sweden/10190023/2021betacoronavirusEPI_ISL_688325019-11-2021 Europe Sweden Skane Europe Sweden Skane genome 29644 Human unknown unknown B.1.1.529 GR Swedish national genomic surveillance program of SARS-CoV-2The Public Health Agency of SwedenMaximilian Riess, Maria Lind Karlberg, Alma Brolund, Swedish national genomic surveillance program of SARS-CoV-2https://www.gisaid.org/30-11-2021
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Omicron hCoV-19/Germany/BY-MVP-000009717/2021VOC_Omicron_hCoV-19/Germany/BY-MVP-000009717/2021betacoronavirusEPI_ISL_688659327-11-2021 Europe Germany Bavaria Munich Europe Germany Bavaria genome 29752 Human 65 Female B.1.1.529 GR Max von Pettenkofer Institute, Virology, National Reference Center for Retroviruses, LMU MunichLaboratory for Functional Genome Analysis; Dept. Genomics; Gene Center of the LMU MunichMax Muenchhoff; Stefan Krebs; Alexander Graf; Oliver Keppler; Helmut Blumhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Germany/BY-MVP-000009711/2021VOC_Omicron_hCoV-19/Germany/BY-MVP-000009711/2021betacoronavirusEPI_ISL_688659427-11-2021 Europe Germany Bavaria Munich Europe Germany Bavaria genome 29746 Human 66 Male B.1.1.529 GR Max von Pettenkofer Institute, Virology, National Reference Center for Retroviruses, LMU MunichLaboratory for Functional Genome Analysis; Dept. Genomics; Gene Center of the LMU MunichMax Muenchhoff; Stefan Krebs; Alexander Graf; Oliver Keppler; Helmut Blumhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Germany/BY-MVP-000009706/2021VOC_Omicron_hCoV-19/Germany/BY-MVP-000009706/2021betacoronavirusEPI_ISL_688659526-11-2021 Europe Germany Bavaria Munich Europe Germany Bavaria genome 29747 Human 34 Male B.1.1.529 GR Max von Pettenkofer Institute, Virology, National Reference Center for Retroviruses, LMU MunichLaboratory for Functional Genome Analysis; Dept. Genomics; Gene Center of the LMU MunichMax Muenchhoff; Stefan Krebs; Alexander Graf; Oliver Keppler; Helmut Blumhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21722/2021VOC_Omicron_hCoV-19/Portugal/PT21722/2021betacoronavirusEPI_ISL_689261327-11-2021 Europe Portugal Europe Portugal genome 29777 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21715/2021VOC_Omicron_hCoV-19/Portugal/PT21715/2021betacoronavirusEPI_ISL_689262027-11-2021 Europe Portugal Europe Portugal genome 29796 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21716/2021VOC_Omicron_hCoV-19/Portugal/PT21716/2021betacoronavirusEPI_ISL_689263127-11-2021 Europe Portugal Europe Portugal genome 29795 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21727/2021VOC_Omicron_hCoV-19/Portugal/PT21727/2021betacoronavirusEPI_ISL_689263927-11-2021 Europe Portugal Europe Portugal genome 29793 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21717/2021VOC_Omicron_hCoV-19/Portugal/PT21717/2021betacoronavirusEPI_ISL_689264427-11-2021 Europe Portugal Europe Portugal genome 29795 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21718/2021VOC_Omicron_hCoV-19/Portugal/PT21718/2021betacoronavirusEPI_ISL_689265027-11-2021 Europe Portugal Europe Portugal genome 29783 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21719/2021VOC_Omicron_hCoV-19/Portugal/PT21719/2021betacoronavirusEPI_ISL_689265327-11-2021 Europe Portugal Europe Portugal genome 29794 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21720/2021VOC_Omicron_hCoV-19/Portugal/PT21720/2021betacoronavirusEPI_ISL_689265927-11-2021 Europe Portugal Europe Portugal genome 29793 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21721/2021VOC_Omicron_hCoV-19/Portugal/PT21721/2021betacoronavirusEPI_ISL_689266127-11-2021 Europe Portugal Europe Portugal genome 29787 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21725/2021VOC_Omicron_hCoV-19/Portugal/PT21725/2021betacoronavirusEPI_ISL_689266527-11-2021 Europe Portugal Europe Portugal genome 29789 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21726/2021VOC_Omicron_hCoV-19/Portugal/PT21726/2021betacoronavirusEPI_ISL_689267427-11-2021 Europe Portugal Europe Portugal genome 29831 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21724/2021VOC_Omicron_hCoV-19/Portugal/PT21724/2021betacoronavirusEPI_ISL_689268327-11-2021 Europe Portugal Europe Portugal genome 29804 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Portugal/PT21723/2021VOC_Omicron_hCoV-19/Portugal/PT21723/2021betacoronavirusEPI_ISL_689269327-11-2021 Europe Portugal Europe Portugal genome 29794 Human unknown unknown B.1.1.529 GR Germano de SousaInstituto Nacional de Saude (INSA)Borges et alhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/SouthAfrica/NICD-N21256/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21256/2021betacoronavirusEPI_ISL_690013910-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29722 Human 25 Male B.1.1.529 GR HELEN JOSEPH LABORATORYNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JNhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/SouthAfrica/NICD-N21261/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21261/2021betacoronavirusEPI_ISL_690014210-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29719 Human 23 Female B.1.1.529 GR HELEN JOSEPH LABORATORYNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JNhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/SouthAfrica/NICD-N21262/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21262/2021betacoronavirusEPI_ISL_69001439-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29624 Human 23 Male B.1.1.529 GR HELEN JOSEPH LABORATORYNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JNhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Brazil/SP-HIAE-ID989/2021VOC_Omicron_hCoV-19/Brazil/SP-HIAE-ID989/2021betacoronavirusEPI_ISL_690196025-11-2021 South AmericaBrazil Sao Paulo South AmericaBrazil Sao Paulo genome 29871 Human unknown unknown B.1.1.529 GR LATE - Laboratório de Técnicas Especiais - Hospital Israelita Albert EinsteinLATE - Laboratório de Técnicas Especiais - Hospital Israelita Albert EinsteinDeyvid Amgarten, Fernanda de Mello Malta, Raquel Riyuzo, Ana Paula Moreira Salles, Luiz Vicente Rizzo, Pedro Henrique Sebe Rodrigues, Alexandre Hideaki Takara, Anelisie da Silva Santos, Erick Gustavo Dorlass, Marcio Anunciacao Menezes, João Renato Rebello Pinhohttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Brazil/SP-HIAE-ID990/2021VOC_Omicron_hCoV-19/Brazil/SP-HIAE-ID990/2021betacoronavirusEPI_ISL_690196125-11-2021 South AmericaBrazil Sao Paulo South AmericaBrazil Sao Paulo genome 29832 Human unknown unknown B.1.1.529 GR LATE - Laboratório de Técnicas Especiais - Hospital Israelita Albert EinsteinLATE - Laboratório de Técnicas Especiais - Hospital Israelita Albert EinsteinDeyvid Amgarten, Fernanda de Mello Malta, Raquel Riyuzo, Ana Paula Moreira Salles, Luiz Vicente Rizzo, Pedro Henrique Sebe Rodrigues, Alexandre Hideaki Takara, Anelisie da Silva Santos, Erick Gustavo Dorlass, Marcio Anunciacao Menezes, João Renato Rebello Pinhohttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Austria/MUIV-0230/2021VOC_Omicron_hCoV-19/Austria/MUIV-0230/2021betacoronavirusEPI_ISL_690205228-11-2021 Europe Austria Tyrol Schwaz Europe Austria Tyrol genome 29684 Human unknown unknown B.1.1.529 GR Institute of Virology, Department of Hygiene, Microbiology and Public Health at Innsbruck Medical UniversityInstitute of Virology, Department of Hygiene, Microbiology and Public Health at Innsbruck Medical UniversityDavid Bante, Lukas Perro, Andreas Aufschnaiter, Stephan Amstler, Barbara Falkensammer, Wegene Borena, Heribert Stoiber, Dorothee von Laerhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Austria/MUIV-0231/2021VOC_Omicron_hCoV-19/Austria/MUIV-0231/2021betacoronavirusEPI_ISL_690205328-11-2021 Europe Austria Tyrol Schwaz Europe Austria Tyrol genome 29693 Human unknown unknown B.1.1.529 GR Institute of Virology, Department of Hygiene, Microbiology and Public Health at Innsbruck Medical UniversityInstitute of Virology, Department of Hygiene, Microbiology and Public Health at Innsbruck Medical UniversityDavid Bante, Lukas Perro, Andreas Aufschnaiter, Stephan Amstler, Barbara Falkensammer, Wegene Borena, Heribert Stoiber, Dorothee von Laerhttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Spain/MD-HGUGM-5835945/2021VOC_Omicron_hCoV-19/Spain/MD-HGUGM-5835945/2021betacoronavirusEPI_ISL_690267530-11-2021 Europe Spain Madrid Europe Spain Madrid genome 29749 Human 60 Female B.1.1.529 GR Hospital General Universitario Gregorio MarañónHospital General Universitario Gregorio MarañónSergio Buenestado Serrano, Jorge Rodríguez-Grande, Pedro Sola Campoy, Laura Pérez-Lago, Cristina Rodriguez-Grande, Marta Herranz Martin, Julia Suárez, Pilar Catalán, Patricia Muñoz, Darío García de Viedmahttps://www.gisaid.org/30-11-2021
Omicron hCoV-19/Brazil/SP-IAL-6479/2021VOC_Omicron_hCoV-19/Brazil/SP-IAL-6479/2021betacoronavirusEPI_ISL_691391727-11-2021 South AmericaBrazil Sao Paulo Guarulhos South AmericaBrazil Sao Paulo genome 29821 Human 29 Male B.1.1.529 GR Grupo CR DiagnosticosInstituto Adolfo Lutz Strategic LaboratoryClaudio Tavares Sacchi, Karoline Rodrigues Camposhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Japan/IC-2278/2021VOC_Omicron_hCoV-19/Japan/IC-2278/2021betacoronavirusEPI_ISL_691395328-11-2021 Asia Japan Asia Japan genome 29752 Human unknown unknown B.1.1.529 GR SARS-CoV-2 testing team, National Institute of Infectious DiseasesPathogen Genomics Center, National Institute of Infectious DiseasesTsuyoshi Sekizuka, Kentaro Itokawa, Rina Tanaka, Masanori Hashino, Nozomu Hanaoka, Masumichi Saito, Naomi Nojiri, Hazuka Y Furihata, Tsuguto Fujimoto, Makoto Kurodahttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21437/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21437/2021betacoronavirusEPI_ISL_69139919-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21438/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21438/2021betacoronavirusEPI_ISL_691399210-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21439/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21439/2021betacoronavirusEPI_ISL_691399310-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21440/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21440/2021betacoronavirusEPI_ISL_691399410-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21441/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21441/2021betacoronavirusEPI_ISL_69139958-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21442/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21442/2021betacoronavirusEPI_ISL_691399615-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21443/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21443/2021betacoronavirusEPI_ISL_691399715-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21444/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21444/2021betacoronavirusEPI_ISL_691399815-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21446/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21446/2021betacoronavirusEPI_ISL_691399915-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21447/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21447/2021betacoronavirusEPI_ISL_691400016-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21448/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21448/2021betacoronavirusEPI_ISL_691400116-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21449/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21449/2021betacoronavirusEPI_ISL_691400216-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21450/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21450/2021betacoronavirusEPI_ISL_691400316-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21451/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21451/2021betacoronavirusEPI_ISL_691400416-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21452/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21452/2021betacoronavirusEPI_ISL_691400516-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21453/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21453/2021betacoronavirusEPI_ISL_691400616-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21454/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21454/2021betacoronavirusEPI_ISL_691400715-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human unknown unknown B.1.1.529 GR Lancet LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21614/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21614/2021betacoronavirusEPI_ISL_691401117-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 56 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21618/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21618/2021betacoronavirusEPI_ISL_691401218-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29313 Human 68 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21620/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21620/2021betacoronavirusEPI_ISL_691401318-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 30 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21623/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21623/2021betacoronavirusEPI_ISL_691401417-11-2021 Africa South AfricaMpumalanga Africa South AfricaMpumalangagenome 29751 Human 29 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21627/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21627/2021betacoronavirusEPI_ISL_691401618-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29687 Human 35 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21630/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21630/2021betacoronavirusEPI_ISL_691401717-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 79 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21631/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21631/2021betacoronavirusEPI_ISL_691401818-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29688 Human 20 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21633/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21633/2021betacoronavirusEPI_ISL_691401917-11-2021 Africa South AfricaEastern Cape Africa South AfricaEastern Capegenome 29751 Human 47 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21634/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21634/2021betacoronavirusEPI_ISL_691402017-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 4 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21635/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21635/2021betacoronavirusEPI_ISL_691402118-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29411 Human 30 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21638/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21638/2021betacoronavirusEPI_ISL_691402217-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 24 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21641/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21641/2021betacoronavirusEPI_ISL_691402416-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 19 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21644/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21644/2021betacoronavirusEPI_ISL_691402516-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29574 Human 21 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21646/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21646/2021betacoronavirusEPI_ISL_691402617-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 20 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21648/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21648/2021betacoronavirusEPI_ISL_691402717-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 28 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21649/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21649/2021betacoronavirusEPI_ISL_691402816-11-2021 Africa South AfricaMpumalanga Africa South AfricaMpumalangagenome 29562 Human 36 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21650/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21650/2021betacoronavirusEPI_ISL_691402917-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 5 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021

.CC-BY-NC-ND 4.0 International licenseperpetuity. It is made available under a
preprint (which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in 

The copyright holder for thisthis version posted December 7, 2021. ; https://doi.org/10.1101/2021.12.06.471389doi: bioRxiv preprint 

https://doi.org/10.1101/2021.12.06.471389
http://creativecommons.org/licenses/by-nc-nd/4.0/


Omicron hCoV-19/SouthAfrica/NICD-N21651/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21651/2021betacoronavirusEPI_ISL_691403017-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29691 Human 43 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21655/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21655/2021betacoronavirusEPI_ISL_691403117-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 16 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21656/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21656/2021betacoronavirusEPI_ISL_691403217-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 35 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21657/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21657/2021betacoronavirusEPI_ISL_691403318-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 28 Male B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21658/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21658/2021betacoronavirusEPI_ISL_691403418-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29504 Human 65 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21660/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21660/2021betacoronavirusEPI_ISL_691403518-11-2021 Africa South AfricaWestern Cape Africa South AfricaWestern Capegenome 29751 Human 51 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/SouthAfrica/NICD-N21661/2021VOC_Omicron_hCoV-19/SouthAfrica/NICD-N21661/2021betacoronavirusEPI_ISL_691403619-11-2021 Africa South AfricaGauteng Africa South AfricaGauteng genome 29751 Human 74 Female B.1.1.529 GR Ampath LaboratoriesNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JN, Wolter Nhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Japan/IC-2279/2021VOC_Omicron_hCoV-19/Japan/IC-2279/2021betacoronavirusEPI_ISL_691490827-11-2021 Asia Japan Asia Japan genome 29745 Human unknown unknown B.1.1.529 GR SARS-CoV-2 testing team, National Institute of Infectious DiseasesPathogen Genomics Center, National Institute of Infectious DiseasesTsuyoshi Sekizuka, Kentaro Itokawa, Rina Tanaka, Masanori Hashino, Nozomu Hanaoka, Masumichi Saito, Naomi Nojiri, Hazuka Y Furihata, Tsuguto Fujimoto, Makoto Kurodahttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/England/MILK-2BE8E12/2021VOC_Omicron_hCoV-19/England/MILK-2BE8E12/2021betacoronavirusEPI_ISL_691596425-11-2021 Europe United KingdomEngland Europe United KingdomEngland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in Milton KeynesWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumThe Lighthouse Lab in Milton Keynes and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/England/ALDP-2BEB0A0/2021VOC_Omicron_hCoV-19/England/ALDP-2BEB0A0/2021betacoronavirusEPI_ISL_691614824-11-2021 Europe United KingdomEngland Europe United KingdomEngland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in Alderley ParkWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumJacquelyn Wynn, Mairead Hyland, The Lighthouse Lab in Alderley Park and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/England/MILK-2BF501C/2021VOC_Omicron_hCoV-19/England/MILK-2BF501C/2021betacoronavirusEPI_ISL_691902725-11-2021 Europe United KingdomEngland Europe United KingdomEngland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in Milton KeynesWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumThe Lighthouse Lab in Milton Keynes and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Scotland/QEUH-2BEC476/2021VOC_Omicron_hCoV-19/Scotland/QEUH-2BEC476/2021betacoronavirusEPI_ISL_692017425-11-2021 Europe United KingdomScotland Europe United KingdomScotland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in GlasgowWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumHarper VanSteenhouse, Yumi Kasai, David Gray, Carol Clugston, Anna Dominiczak and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/England/MILK-2BD889F/2021VOC_Omicron_hCoV-19/England/MILK-2BD889F/2021betacoronavirusEPI_ISL_692061625-11-2021 Europe United KingdomEngland Europe United KingdomEngland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in Milton KeynesWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumThe Lighthouse Lab in Milton Keynes and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Scotland/QEUH-2BD01BA/2021VOC_Omicron_hCoV-19/Scotland/QEUH-2BD01BA/2021betacoronavirusEPI_ISL_692645123-11-2021 Europe United KingdomScotland Europe United KingdomScotland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in GlasgowWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumHarper VanSteenhouse, Yumi Kasai, David Gray, Carol Clugston, Anna Dominiczak and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Scotland/QEUH-2BD0211/2021VOC_Omicron_hCoV-19/Scotland/QEUH-2BD0211/2021betacoronavirusEPI_ISL_692674323-11-2021 Europe United KingdomScotland Europe United KingdomScotland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in GlasgowWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumHarper VanSteenhouse, Yumi Kasai, David Gray, Carol Clugston, Anna Dominiczak and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Scotland/QEUH-2BBE079/2021VOC_Omicron_hCoV-19/Scotland/QEUH-2BBE079/2021betacoronavirusEPI_ISL_692789324-11-2021 Europe United KingdomScotland Europe United KingdomScotland genome 29747 Human unknown unknown B.1.1.529 GR Lighthouse Lab in GlasgowWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumHarper VanSteenhouse, Yumi Kasai, David Gray, Carol Clugston, Anna Dominiczak and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Belgium/ULG-22181/2021VOC_Omicron_hCoV-19/Belgium/ULG-22181/2021betacoronavirusEPI_ISL_692978529-11-2021 Europe Belgium Sint-Agatha-Berchem Europe Belgium Sint-Agatha-Berchemgenome 29684 Human 28 Male B.1.1.529 GR University of Liège COVID-19 testing centerGIGA Medical GenomicsKeith Durkin, Maria Artesi, Bouchra Boujemla, Nathalie Renotte, Nadine Cambisano, Sébastien Bontems, Cécile Meex, Claire Gourzonès, Olivier Ek, Laurent Gillet, Marie-Pierre Hayette, Vincent Bourshttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2298/2021VOC_Omicron_hCoV-19/Ghana/TRA-2298/2021betacoronavirusEPI_ISL_693903325-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 35 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2303/2021VOC_Omicron_hCoV-19/Ghana/TRA-2303/2021betacoronavirusEPI_ISL_693903425-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 38 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2314/2021VOC_Omicron_hCoV-19/Ghana/TRA-2314/2021betacoronavirusEPI_ISL_693903525-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 44 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2342/2021VOC_Omicron_hCoV-19/Ghana/TRA-2342/2021betacoronavirusEPI_ISL_693903626-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 50 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2292/2021VOC_Omicron_hCoV-19/Ghana/TRA-2292/2021betacoronavirusEPI_ISL_693903824-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 34 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2294/2021VOC_Omicron_hCoV-19/Ghana/TRA-2294/2021betacoronavirusEPI_ISL_693903925-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 30 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2288/2021VOC_Omicron_hCoV-19/Ghana/TRA-2288/2021betacoronavirusEPI_ISL_693904124-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 47 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2310/2021VOC_Omicron_hCoV-19/Ghana/TRA-2310/2021betacoronavirusEPI_ISL_693904225-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 41 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2311/2021VOC_Omicron_hCoV-19/Ghana/TRA-2311/2021betacoronavirusEPI_ISL_693904325-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 40 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2312/2021VOC_Omicron_hCoV-19/Ghana/TRA-2312/2021betacoronavirusEPI_ISL_693904425-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 42 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2317/2021VOC_Omicron_hCoV-19/Ghana/TRA-2317/2021betacoronavirusEPI_ISL_693904525-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 30 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2339/2021VOC_Omicron_hCoV-19/Ghana/TRA-2339/2021betacoronavirusEPI_ISL_693904626-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 42 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2286/2021VOC_Omicron_hCoV-19/Ghana/TRA-2286/2021betacoronavirusEPI_ISL_693904724-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 27 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2275/2021VOC_Omicron_hCoV-19/Ghana/TRA-2275/2021betacoronavirusEPI_ISL_693904824-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 31 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2299/2021VOC_Omicron_hCoV-19/Ghana/TRA-2299/2021betacoronavirusEPI_ISL_693904925-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 42 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2315/2021VOC_Omicron_hCoV-19/Ghana/TRA-2315/2021betacoronavirusEPI_ISL_693905025-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 36 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2289/2021VOC_Omicron_hCoV-19/Ghana/TRA-2289/2021betacoronavirusEPI_ISL_693905124-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 31 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2309/2021VOC_Omicron_hCoV-19/Ghana/TRA-2309/2021betacoronavirusEPI_ISL_693905225-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 31 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2280/2021VOC_Omicron_hCoV-19/Ghana/TRA-2280/2021betacoronavirusEPI_ISL_693905324-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 31 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2307/2021VOC_Omicron_hCoV-19/Ghana/TRA-2307/2021betacoronavirusEPI_ISL_693905425-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29684 Human 44 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2306/2021VOC_Omicron_hCoV-19/Ghana/TRA-2306/2021betacoronavirusEPI_ISL_693905625-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 53 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2296/2021VOC_Omicron_hCoV-19/Ghana/TRA-2296/2021betacoronavirusEPI_ISL_693905725-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 62 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2271/2021VOC_Omicron_hCoV-19/Ghana/TRA-2271/2021betacoronavirusEPI_ISL_693905824-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 39 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2261/2021VOC_Omicron_hCoV-19/Ghana/TRA-2261/2021betacoronavirusEPI_ISL_693905923-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 50 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2265/2021VOC_Omicron_hCoV-19/Ghana/TRA-2265/2021betacoronavirusEPI_ISL_693906023-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 21 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2282/2021VOC_Omicron_hCoV-19/Ghana/TRA-2282/2021betacoronavirusEPI_ISL_693906124-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 35 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2283/2021VOC_Omicron_hCoV-19/Ghana/TRA-2283/2021betacoronavirusEPI_ISL_693906224-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 27 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2284/2021VOC_Omicron_hCoV-19/Ghana/TRA-2284/2021betacoronavirusEPI_ISL_693906324-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 41 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2291/2021VOC_Omicron_hCoV-19/Ghana/TRA-2291/2021betacoronavirusEPI_ISL_693906424-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 50 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2308/2021VOC_Omicron_hCoV-19/Ghana/TRA-2308/2021betacoronavirusEPI_ISL_693906525-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 38 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2249/2021VOC_Omicron_hCoV-19/Ghana/TRA-2249/2021betacoronavirusEPI_ISL_693906621-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29693 Human 26 Female B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2300/2021VOC_Omicron_hCoV-19/Ghana/TRA-2300/2021betacoronavirusEPI_ISL_693906725-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29686 Human 33 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ghana/TRA-2290/2021VOC_Omicron_hCoV-19/Ghana/TRA-2290/2021betacoronavirusEPI_ISL_693906824-11-2021 Africa Ghana Accra Africa Ghana Accra genome 29686 Human 35 Male B.1.1.529 GR National Influenza CentreNational Influenza CentreWilliam K. Ampofo, Michael Marks, Ivy A. Asante, Sharon Hsu, Benjamiin B. Lindsey, Benjamin H. Foulkes, Mildred Adusei-Poku, Bright Adu, Linda Boatemaa, Lorreta Kwasah,  Quaneeta Mohktar, Joyce Appiah-Kubi, Hilda Opoku Frempong, Keren Okyerebea Attiku, Bless Seyram Agbenyo, Joseph Oliver-Commey, Ernest Asiedu, Franklin Asiedu-Bekoe, Mathew D. Parker, Thushan I de Silva,https://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/Ireland/MH-NVRL-S21IRL00506672/2021VOC_Omicron_hCoV-19/Ireland/MH-NVRL-S21IRL00506672/2021betacoronavirusEPI_ISL_693981925-11-2021 Europe Ireland Meath Europe Ireland Meath genome 29697 Human 21-30 Female B.1.1.529 GR National Virus Reference LaboratoryNational Virus Reference LaboratoryZoe Yandle, Charlene Bennett, Gabriel Gonzalez, Michael Carr, Jonathan Dean, Cillian F De Gascunhttps://www.gisaid.org/ 1-12-2021
Omicron hCoV-19/USA/CA-UCSF-COLOR-SFDPH-CC001/2021VOC_Omicron_hCoV-19/USA/CA-UCSF-COLOR-SFDPH-CC001/2021betacoronavirusEPI_ISL_695114528-11-2021 North AmericaUSA California San Francisco CountyNorth AmericaUSA California genome 29873 Human unknown unknown B.1.1.529 GR Color GenomicsChiu Laboratory, University of California, San FranciscoCharles Chiu, Venice Servellita, Yueyuan Zhang, Alicia Sotomayor-Gonzalez, Scott Topper, Alicia Zhou, Darpun Sachdev, Susan Philip, Katherine Hernandez, Amy Garlinhttps://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/Australia/NSW-ICPMR-14638/2021VOC_Omicron_hCoV-19/Australia/NSW-ICPMR-14638/2021betacoronavirusEPI_ISL_695601130-11-2021 Oceania Australia New South WalesSydney Oceania Australia New South Walesgenome 29387 Human unknown unknown B.1.1.529 GR Pathology West - NSW Health PathologyNSW Health Pathology - Institute of Clinical Pathology and Medical Research; Westmead Hospital; University of SydneyArnott A., Draper J., Gall M., Martinez E., Rockett R., Sintchenko V., on behalf of ICPMRhttps://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/Australia/NSW-ICPMR-14639/2021VOC_Omicron_hCoV-19/Australia/NSW-ICPMR-14639/2021betacoronavirusEPI_ISL_695601427-11-2021 Oceania Australia New South WalesSydney Oceania Australia New South Walesgenome 29378 Human unknown unknown B.1.1.529 GR Pathology West - NSW Health PathologyNSW Health Pathology - Institute of Clinical Pathology and Medical Research; Westmead Hospital; University of SydneyArnott A., Draper J., Gall M., Martinez E., Rockett R., Sintchenko V., on behalf of ICPMRhttps://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/Australia/NSW-RPAH-CoV2050/2021VOC_Omicron_hCoV-19/Australia/NSW-RPAH-CoV2050/2021betacoronavirusEPI_ISL_69589551-12-2021 Oceania Australia New South WalesSydney Oceania Australia New South Walesgenome 29693 Human unknown unknown B.1.1.529 GR New South Wales Health Pathology Royal Prince Alfred HospitalMicrobiology RPAHFoster, C.; Au, J.; Ruiz Silva, M.; Deveson, I.; Bull, R.; Van Hal, S.; Rawlinson, W.https://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/Germany/HE-FFM-30318738/2021VOC_Omicron_hCoV-19/Germany/HE-FFM-30318738/2021betacoronavirusEPI_ISL_695986828-11-2021 Europe Germany Hesse Europe Germany Hesse genome 29747 Human 32 Male B.1.1.529 GR Institute for Medical Virology, FrankfurtInstitute for Medical Virology, FrankfurtToptan T., Ciesek S.https://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/Germany/HE-FFM-30318739/2021VOC_Omicron_hCoV-19/Germany/HE-FFM-30318739/2021betacoronavirusEPI_ISL_695986928-11-2021 Europe Germany Hesse Europe Germany Hesse genome 29747 Human 35 Female B.1.1.529 GR Institute for Medical Virology, FrankfurtInstitute for Medical Virology, FrankfurtToptan T., Ciesek S.https://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/Germany/HE-FFM-30318740/2021VOC_Omicron_hCoV-19/Germany/HE-FFM-30318740/2021betacoronavirusEPI_ISL_695987028-11-2021 Europe Germany Hesse Europe Germany Hesse genome 29747 Human 72 Female B.1.1.529 GR Institute for Medical Virology, FrankfurtInstitute for Medical Virology, FrankfurtToptan T., Ciesek S.https://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/Germany/HE-FFM-30286807/2021VOC_Omicron_hCoV-19/Germany/HE-FFM-30286807/2021betacoronavirusEPI_ISL_695987128-11-2021 Europe Germany Hesse Europe Germany Hesse genome 29747 Human 41 Female B.1.1.529 GR Institute for Medical Virology, FrankfurtInstitute for Medical Virology, FrankfurtToptan T., Ciesek S.https://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/Germany/HE-FFM-30318741/2021VOC_Omicron_hCoV-19/Germany/HE-FFM-30318741/2021betacoronavirusEPI_ISL_695987228-11-2021 Europe Germany Hesse Europe Germany Hesse genome 29738 Human 40 Male B.1.1.529 GR Institute for Medical Virology, FrankfurtInstitute for Medical Virology, FrankfurtToptan T., Ciesek S.https://www.gisaid.org/ 2-12-2021
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Omicron hCoV-19/Germany/HE-FFM-30286808/2021VOC_Omicron_hCoV-19/Germany/HE-FFM-30286808/2021betacoronavirusEPI_ISL_695987428-11-2021 Europe Germany Hesse Europe Germany Hesse genome 29747 Human 38 Male B.1.1.529 GR Institute for Medical Virology, FrankfurtInstitute for Medical Virology, FrankfurtToptan T., Ciesek S.https://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/SouthKorea/KDCA18124/2021VOC_Omicron_hCoV-19/SouthKorea/KDCA18124/2021betacoronavirusEPI_ISL_695992624-11-2021 Asia South Korea Asia South Korea genome 29872 Human 56 Female B.1.1.529 GR Division of Emerging Infectious Diseases, Bureau of Infectious Diseases Diagnosis Control, Korea Disease Control and Prevention AgencyDivision of Emerging Infectious Diseases, Bureau of Infectious Diseases Diagnosis Control, Korea Disease Control and Prevention AgencyAe Kyung Park, Il-Hwan Kim, Jeong-Ah Kim, Chae Young Lee, Hyuck Jin Lee, Eun-Jin Kimhttps://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/SouthKorea/KDCA18125/2021VOC_Omicron_hCoV-19/SouthKorea/KDCA18125/2021betacoronavirusEPI_ISL_695993525-11-2021 Asia South Korea Asia South Korea genome 29869 Human 46 Female B.1.1.529 GR Division of Emerging Infectious Diseases, Bureau of Infectious Diseases Diagnosis Control, Korea Disease Control and Prevention AgencyDivision of Emerging Infectious Diseases, Bureau of Infectious Diseases Diagnosis Control, Korea Disease Control and Prevention AgencyAe Kyung Park, Il-Hwan Kim, Jeong-Ah Kim, Chae Young Lee, Hyuck Jin Lee, Eun-Jin Kimhttps://www.gisaid.org/ 2-12-2021
Omicron hCoV-19/SouthKorea/KDCA18126/2021VOC_Omicron_hCoV-19/SouthKorea/KDCA18126/2021betacoronavirusEPI_ISL_695999329-11-2021 Asia South Korea Asia South Korea genome 29862 Human 38 Male B.1.1.529 GR Division of Emerging Infectious Diseases, Bureau of Infectious Diseases Diagnosis Control, Korea Disease Control and Prevention AgencyDivision of Emerging Infectious Diseases, Bureau of Infectious Diseases Diagnosis Control, Korea Disease Control and Prevention AgencyAe Kyung Park, Il-Hwan Kim, Jeong-Ah Kim, Chae Young Lee, Hyuck Jin Lee, Eun-Jin Kimhttps://www.gisaid.org/ 2-12-2021
Alpha hCoV-19/England/PORT-2E9EF2/2020VOC_Alpha_hCoV-19/England/PORT-2E9EF2/2020betacoronavirusEPI_ISL_679974 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/ 7-12-2020
Alpha hCoV-19/England/PORT-2E9E4D/2020VOC_Alpha_hCoV-19/England/PORT-2E9E4D/2020betacoronavirusEPI_ISL_703454 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/14-12-2020
Alpha hCoV-19/England/PORT-2E9C70/2020VOC_Alpha_hCoV-19/England/PORT-2E9C70/2020betacoronavirusEPI_ISL_703772 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/14-12-2020
Alpha hCoV-19/England/CAMB-1BC9F8/2020VOC_Alpha_hCoV-19/England/CAMB-1BC9F8/2020betacoronavirusEPI_ISL_704614 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Department of Pathology, University of CambridgeCOVID-19 Genomics UK (COG-UK) ConsortiumAminu S. Jahun, Yasmin Chaudhry, Grant Hall,  Iliana Georgana, Myra Hosmillo,  Martin D. Curran,  Malte Pinckert, Surendra Parmar, Ian Goodfellowhttps://www.gisaid.org/14-12-2020
Alpha hCoV-19/England/CAMB-1BCA22/2020VOC_Alpha_hCoV-19/England/CAMB-1BCA22/2020betacoronavirusEPI_ISL_704615 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Department of Pathology, University of CambridgeCOVID-19 Genomics UK (COG-UK) ConsortiumAminu S. Jahun, Yasmin Chaudhry, Grant Hall,  Iliana Georgana, Myra Hosmillo,  Martin D. Curran,  Malte Pinckert, Surendra Parmar, Ian Goodfellowhttps://www.gisaid.org/14-12-2020
Alpha hCoV-19/England/PORT-2E9B91/2020VOC_Alpha_hCoV-19/England/PORT-2E9B91/2020betacoronavirusEPI_ISL_704783 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/14-12-2020
Alpha hCoV-19/England/205041766/2020VOC_Alpha_hCoV-19/England/205041766/2020betacoronavirusEPI_ISL_710528 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29861 Human unknown unknown B.1.1.7 GRY Respiratory Virus Unit, National Infection Service, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/18-12-2020
Alpha hCoV-19/England/PORT-2E9742/2020VOC_Alpha_hCoV-19/England/PORT-2E9742/2020betacoronavirusEPI_ISL_727726 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/22-12-2020
Alpha hCoV-19/England/PORT-2E9751/2020VOC_Alpha_hCoV-19/England/PORT-2E9751/2020betacoronavirusEPI_ISL_727727 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/22-12-2020
Alpha hCoV-19/England/PORT-2E979D/2020VOC_Alpha_hCoV-19/England/PORT-2E979D/2020betacoronavirusEPI_ISL_727730 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/22-12-2020
Alpha hCoV-19/England/PORT-2E97BB/2020VOC_Alpha_hCoV-19/England/PORT-2E97BB/2020betacoronavirusEPI_ISL_727732 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29476 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/22-12-2020
Alpha hCoV-19/England/PORT-2E99E2/2020VOC_Alpha_hCoV-19/England/PORT-2E99E2/2020betacoronavirusEPI_ISL_727754 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/22-12-2020
Alpha hCoV-19/England/PORT-2E9A3A/2020VOC_Alpha_hCoV-19/England/PORT-2E9A3A/2020betacoronavirusEPI_ISL_727756 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/22-12-2020
Alpha hCoV-19/England/PORT-2E9A58/2020VOC_Alpha_hCoV-19/England/PORT-2E9A58/2020betacoronavirusEPI_ISL_727757 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/22-12-2020
Alpha hCoV-19/England/CAMB-1BD6B4/2020VOC_Alpha_hCoV-19/England/CAMB-1BD6B4/2020betacoronavirusEPI_ISL_740971 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Department of Pathology, University of CambridgeCOVID-19 Genomics UK (COG-UK) ConsortiumAminu S. Jahun, Yasmin Chaudhry, Grant Hall,  Iliana Georgana, Myra Hosmillo,  Martin D. Curran,  Malte Pinckert, Surendra Parmar, Ian Goodfellowhttps://www.gisaid.org/29-12-2020
Alpha hCoV-19/England/CAMB-A97BE5/2020VOC_Alpha_hCoV-19/England/CAMB-A97BE5/2020betacoronavirusEPI_ISL_741003 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Department of Pathology, University of CambridgeCOVID-19 Genomics UK (COG-UK) ConsortiumAminu S. Jahun, Yasmin Chaudhry, Grant Hall,  Iliana Georgana, Myra Hosmillo,  Martin D. Curran,  Malte Pinckert, Surendra Parmar, Ian Goodfellowhttps://www.gisaid.org/29-12-2020
Alpha hCoV-19/England/PORT-2D4F24/2020VOC_Alpha_hCoV-19/England/PORT-2D4F24/2020betacoronavirusEPI_ISL_741664 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/29-12-2020
Alpha hCoV-19/England/PORT-2D4F33/2020VOC_Alpha_hCoV-19/England/PORT-2D4F33/2020betacoronavirusEPI_ISL_741665 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/29-12-2020
Alpha hCoV-19/England/PORT-2D4F7F/2020VOC_Alpha_hCoV-19/England/PORT-2D4F7F/2020betacoronavirusEPI_ISL_741666 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GR Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/29-12-2020
Alpha hCoV-19/England/PORT-2D4F8E/2020VOC_Alpha_hCoV-19/England/PORT-2D4F8E/2020betacoronavirusEPI_ISL_741667 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/29-12-2020
Alpha hCoV-19/England/PORT-2D4FAC/2020VOC_Alpha_hCoV-19/England/PORT-2D4FAC/2020betacoronavirusEPI_ISL_741668 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/29-12-2020
Alpha hCoV-19/England/PORT-2D4FD9/2020VOC_Alpha_hCoV-19/England/PORT-2D4FD9/2020betacoronavirusEPI_ISL_741671 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GR Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/29-12-2020
Alpha hCoV-19/England/PORT-2D5002/2020VOC_Alpha_hCoV-19/England/PORT-2D5002/2020betacoronavirusEPI_ISL_741673 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GR Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/29-12-2020
Alpha hCoV-19/England/PORT-2D5020/2020VOC_Alpha_hCoV-19/England/PORT-2D5020/2020betacoronavirusEPI_ISL_741674 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GRY Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/29-12-2020
Alpha hCoV-19/England/PORT-2D505D/2020VOC_Alpha_hCoV-19/England/PORT-2D505D/2020betacoronavirusEPI_ISL_741676 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29763 Human unknown unknown B.1.1.7 GR Centre for Enzyme Innovation, University of Portsmouth / Translational Research Laboratory, Portsmouth Hospitals NHS TrustCOVID-19 Genomics UK (COG-UK) ConsortiumAngela Beckett,Yann Bourgeois,Garry Scarlett,Sharon Glaysher,Scott Elliott,Kelly Bicknell,Robert Impey,Allyson Lloyd,Sarah Wyllie,Ethan Butcher,Anoop Chauhan,Samuel Robsonhttps://www.gisaid.org/29-12-2020
Beta hCoV-19/England/205260233/2020VOC_Beta_hCoV-19/England/205260233/2020betacoronavirusEPI_ISL_770437 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29834 Human 29 Male B.1.351 GH Respiratory Virus Unit, National Infection Service, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/ 6-1-2021
Beta hCoV-19/England/205261884/2020VOC_Beta_hCoV-19/England/205261884/2020betacoronavirusEPI_ISL_770438 2020 Europe United KingdomEngland Europe United KingdomEngland genome 29803 Human 37 Male B.1.351 GH Respiratory Virus Unit, National Infection Service, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/ 6-1-2021
Beta hCoV-19/Austria/CeMM1952/2020VOC_Beta_hCoV-19/Austria/CeMM1952/2020betacoronavirusEPI_ISL_853768 2020 Europe Austria Europe Austria genome 29773 Human unknown unknown B.1.351 GH Austrian Agency for Health and Food Safety (AGES)Bergthaler laboratory, CeMM Research Center for Molecular Medicine of the Austrian Academy of SciencesLukas Endler, Alexandra Popa, Benedikt Agerer,  Jakob-Wendelin Genger, Alexander Lercher, Anna Schedl, Thomas Penz, Michael Schuster, Jan Laine, Martin Senekowitsch, Christoph Bock, Andreas Bergthalerhttps://www.gisaid.org/ 20-1-2021
Beta hCoV-19/Zimbabwe/ZW-29001/2020VOC_Beta_hCoV-19/Zimbabwe/ZW-29001/2020betacoronavirusEPI_ISL_1191821 1-9-2020 Africa Zimbabwe Africa Zimbabwe genome 29779 Human 36 Male B.1.351 GH National Microbiology Reference LaboratoryQuadram Institute BioscienceTapfumanei Mashe, Faustinos T Takawira, Hlanai Gumbo, Kenneth K Maeka, Agnes Juru, Charles Nyagupe, Sekesai Zinyowera, Muchaneta Mugabe, Thanh Le Viet, Justin O’Grady, Gemma Kay, David Baker, Gaetan Thilliez, Ana-Victoria Gutierrez, Robert Kingsley, Leonardo de Oliveira Martins, Andrew Tarupiwa, Andrew J. Page, Raiva Simbihttps://www.gisaid.org/ 9-3-2021
Beta hCoV-19/Netherlands/ZH-EMC-1903/2020VOC_Beta_hCoV-19/Netherlands/ZH-EMC-1903/2020betacoronavirusEPI_ISL_1311378 2020 Europe NetherlandsZuid-Holland Europe NetherlandsZuid-Hollandgenome 29757 Human unknown unknown B.1.351 GH Dutch COVID-19 response teamErasmus Medical CenterBas Oude Munnink, Reina Sikkema, David Nieuwenhuijse, Irina Chestakova, Anne van der Linden, Marjan Boter, Emmanuelle Munger, Corine GeurtsvanKessel, Annemiek van der Eijk, Richard Molenkamp, Marion Koopmans, on behalf of the Dutch national COVID-19 response team.https://www.gisaid.org/ 22-3-2021
Beta hCoV-19/Qatar/QA-QU_19-1-B2/2020VOC_Beta_hCoV-19/Qatar/QA-QU_19-1-B2/2020betacoronavirusEPI_ISL_17139392020-02 Asia Qatar Doha Asia Qatar Doha genome 29764 Human 62 Male B.1.351 GH Ministry of Public Health / Hamad Medical CorporationBiomedical Research Center (BRC), Qatar University / Qatar Genome Project (QGP)BRC: Fatiha M. Benslimane, Heba A. Al-Khatib, Oal Al-Jamal, Dana Al-Batesh, Hadi M. Yassine, Asmaa A. Al-Thani. 25-4-2021
Beta hCoV-19/Qatar/QA.QU_18.10.B12/2020VOC_Beta_hCoV-19/Qatar/QA.QU_18.10.B12/2020betacoronavirusEPI_ISL_227426427-3-2020 Asia Qatar Doha Asia Qatar Doha genome 29764 Human 28 Male B.1.351 GH Ministry of Public Health / Hamad Medical CorporationBiomedical Research Center (BRC), Qatar University / Qatar Genome Project (QGP)BRC: Fatiha M. Benslimane, Heba A. Al-Khatib, Oal Al-Jamal, Dana Al-Batesh, Hadi M. Yassine, Asmaa A. Al-Thani. MOPH and HMC: Abdullatif Al-Khal, Muna A. S. Al-Maslamani, Mashael A. Al-Bader, Hamda Alromaihi, Roberto Bertollini, Peter V. Coyle, Einas A. E. Al-Kuwari, Hamad E. Al-Romaihi, Salih Al-Marri, Mohammed Al-Thani, Reham A. El-Kahlout. QBB: Tasneem Al-Hamad, Dina Elgakhlab QGP: Fatima H. Al-Kuwari, Chadi Saadhttps://www.gisaid.org/ 26-5-2021
Beta hCoV-19/SouthAfrica/VIDA-KRISP-K012424/2020VOC_Beta_hCoV-19/SouthAfrica/VIDA-KRISP-K012424/2020betacoronavirusEPI_ISL_236100431-8-2020 Africa South AfricaFree State Africa South AfricaFree State genome 29804 Human 21 Male B.1.351 G Vaccines and Infectious Diseases Analytics Research Unit (VIDA)KRISP, KZn Research Innovation and Sequencing PlatformBaillie Vicky, du Plessis Jeanine, Giandhari Jennifer, Pillay Sureshnee, Naidoo Yeshnee, Tegally Houriiyah, San James, Wilkinson Eduan, de Oliveira Tulio, Madhi Shabirhttps://www.gisaid.org/ 31-5-2021
Beta hCoV-19/USA/SC-DHEC-1826/2020VOC_Beta_hCoV-19/USA/SC-DHEC-1826/2020betacoronavirusEPI_ISL_2508437 7-5-2020 North AmericaUSA South CarolinaLaurens North AmericaUSA South Carolinagenome 29800 Human unknown Female B.1.351 GH Microbiology Division,  SC DHECMicrobiology Division,  SC DHECFreeman,J., Flores,H.https://www.gisaid.org/ 7-6-2021
Beta hCoV-19/SouthAfrica/NICD-N00240/2020VOC_Beta_hCoV-19/SouthAfrica/NICD-N00240/2020betacoronavirusEPI_ISL_243374928-8-2020 Africa South AfricaEastern Cape Africa South AfricaEastern Capegenome 29890 Human 39 Male B.1.351 GH National Institute for Communicable Diseases of the National Health Laboratory ServiceNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Ismail A, Bhiman JNhttps://www.gisaid.org/ 7-6-2021
Beta hCoV-19/SouthAfrica/NICD-N00440/2020VOC_Beta_hCoV-19/SouthAfrica/NICD-N00440/2020betacoronavirusEPI_ISL_2447834 2020 Africa South Africa Africa South Africa genome 29849 Human unknown unknown B.1.351 GH National Institute for Communicable Diseases of the National Health Laboratory ServiceNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Ismail A, Bhiman JNhttps://www.gisaid.org/ 8-6-2021
Beta hCoV-19/SouthAfrica/NICD-R21068/2020VOC_Beta_hCoV-19/SouthAfrica/NICD-R21068/2020betacoronavirusEPI_ISL_2447894 2020 Africa South Africa Africa South Africa genome 29852 Human unknown unknown B.1.351 GH National Institute for Communicable Diseases of the National Health Laboratory ServiceNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Ismail A, Bhiman JNhttps://www.gisaid.org/ 8-6-2021
Beta hCoV-19/SouthAfrica/NICD-R21076/2020VOC_Beta_hCoV-19/SouthAfrica/NICD-R21076/2020betacoronavirusEPI_ISL_2447896 2020 Africa South Africa Africa South Africa genome 29856 Human unknown unknown B.1.351 GH National Institute for Communicable Diseases of the National Health Laboratory ServiceNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Ismail A, Bhiman JNhttps://www.gisaid.org/ 8-6-2021
Beta hCoV-19/Zimbabwe/CERI-KRISP-K011662/2020VOC_Beta_hCoV-19/Zimbabwe/CERI-KRISP-K011662/2020betacoronavirusEPI_ISL_249306527-5-2020 Africa Zimbabwe Masvingo Africa Zimbabwe Masvingo genome 29827 Human 34 Male B.1.351 GH National Microbiology Reference Laboratory, Ministry of Health, Harare, ZimbabweCERI, Centre for Epidemic Response and Innvoation, Stellenbosch University and KRISP, KZN Research Innovation and Sequencing Platform, UKZN.Air Comodor Dr J. Chimedza, Dr Raiva Simbi, Agnes Juru, Tapfumanei Mashe, Kenneth Maeka, Hlanai Gumbo, Tatenda Takawira, Charles Nyagupe, Giandhari J, Pillay S, Naidoo Y, Emmanuel SJ, Tegally H, Wilkinson E, de Oliveira Thttps://www.gisaid.org/ 11-6-2021
Beta hCoV-19/Zimbabwe/CERI-KRISP-K011643/2020VOC_Beta_hCoV-19/Zimbabwe/CERI-KRISP-K011643/2020betacoronavirusEPI_ISL_2492577 9-7-2020 Africa Zimbabwe Masvingo Africa Zimbabwe Masvingo genome 29847 Human 28 Female B.1.351 G National Microbiology Reference Laboratory, Ministry of Health, Harare, ZimbabweCERI, Centre for Epidemic Response and Innvoation, Stellenbosch University and KRISP, KZN Research Innovation and Sequencing Platform, UKZN.Air Comodor Dr J. Chimedza, Dr Raiva Simbi, Agnes Juru, Tapfumanei Mashe, Kenneth Maeka, Hlanai Gumbo, Tatenda Takawira, Charles Nyagupe, Giandhari J, Pillay S, Naidoo Y, Emmanuel SJ, Tegally H, Wilkinson E, de Oliveira Thttps://www.gisaid.org/ 11-6-2021
Beta hCoV-19/SouthAfrica/VIDA-KRISP-K012818/2020VOC_Beta_hCoV-19/SouthAfrica/VIDA-KRISP-K012818/2020betacoronavirusEPI_ISL_2494765 4-9-2020 Africa South AfricaGauteng Africa South AfricaGauteng genome 29828 Human unknown unknown B.1.351 GH Vaccines and Infectious Diseases Analytics Research Unit (VIDA)KRISP, KZN Research Innovation and Sequencing PlatformBaillie Vicky, du Plessis Jeanine, Giandhari Jennifer, Pillay Sureshnee, Naidoo Yeshnee, Tegally Houriiyah, San James, Wilkinson Eduan, de Oliveira Tulio, Madhi Shabirhttps://www.gisaid.org/ 11-6-2021
Beta hCoV-19/SouthAfrica/VIDA-KRISP-K012825/2020VOC_Beta_hCoV-19/SouthAfrica/VIDA-KRISP-K012825/2020betacoronavirusEPI_ISL_2494747 8-9-2020 Africa South AfricaFree State Africa South AfricaFree State genome 29807 Human unknown unknown B.1.351 GH Vaccines and Infectious Diseases Analytics Research Unit (VIDA)KRISP, KZN Research Innovation and Sequencing PlatformBaillie Vicky, du Plessis Jeanine, Giandhari Jennifer, Pillay Sureshnee, Naidoo Yeshnee, Tegally Houriiyah, San James, Wilkinson Eduan, de Oliveira Tulio, Madhi Shabirhttps://www.gisaid.org/ 11-6-2021
Beta hCoV-19/SouthAfrica/VIDA-KRISP-K012823/2020VOC_Beta_hCoV-19/SouthAfrica/VIDA-KRISP-K012823/2020betacoronavirusEPI_ISL_2494732 9-9-2020 Africa South AfricaGauteng Africa South AfricaGauteng genome 29831 Human unknown unknown B.1.351 GH Vaccines and Infectious Diseases Analytics Research Unit (VIDA)KRISP, KZN Research Innovation and Sequencing PlatformBaillie Vicky, du Plessis Jeanine, Giandhari Jennifer, Pillay Sureshnee, Naidoo Yeshnee, Tegally Houriiyah, San James, Wilkinson Eduan, de Oliveira Tulio, Madhi Shabirhttps://www.gisaid.org/ 11-6-2021
Beta hCoV-19/SouthAfrica/VIDA-KRISP-K012822/2020VOC_Beta_hCoV-19/SouthAfrica/VIDA-KRISP-K012822/2020betacoronavirusEPI_ISL_2494757 9-9-2020 Africa South AfricaGauteng Africa South AfricaGauteng genome 29878 Human unknown unknown B.1.351 GH Vaccines and Infectious Diseases Analytics Research Unit (VIDA)KRISP, KZN Research Innovation and Sequencing PlatformBaillie Vicky, du Plessis Jeanine, Giandhari Jennifer, Pillay Sureshnee, Naidoo Yeshnee, Tegally Houriiyah, San James, Wilkinson Eduan, de Oliveira Tulio, Madhi Shabirhttps://www.gisaid.org/ 11-6-2021
Beta hCoV-19/SouthAfrica/VIDA-KRISP-K012826/2020VOC_Beta_hCoV-19/SouthAfrica/VIDA-KRISP-K012826/2020betacoronavirusEPI_ISL_249474210-9-2020 Africa South AfricaGauteng Africa South AfricaGauteng genome 29832 Human unknown unknown B.1.351 GH Vaccines and Infectious Diseases Analytics Research Unit (VIDA)KRISP, KZN Research Innovation and Sequencing PlatformBaillie Vicky, du Plessis Jeanine, Giandhari Jennifer, Pillay Sureshnee, Naidoo Yeshnee, Tegally Houriiyah, San James, Wilkinson Eduan, de Oliveira Tulio, Madhi Shabirhttps://www.gisaid.org/ 11-6-2021
Beta hCoV-19/SouthAfrica/VIDA-KRISP-K012913/2020VOC_Beta_hCoV-19/SouthAfrica/VIDA-KRISP-K012913/2020betacoronavirusEPI_ISL_249476810-9-2020 Africa South AfricaGauteng Africa South AfricaGauteng genome 29832 Human unknown unknown B.1.351 GH Vaccines and Infectious Diseases Analytics Research Unit (VIDA)KRISP, KZN Research Innovation and Sequencing PlatformBaillie Vicky, du Plessis Jeanine, Giandhari Jennifer, Pillay Sureshnee, Naidoo Yeshnee, Tegally Houriiyah, San James, Wilkinson Eduan, de Oliveira Tulio, Madhi Shabirhttps://www.gisaid.org/ 11-6-2021
Beta hCoV-19/SouthAfrica/VIDA-KRISP-K012912/2020VOC_Beta_hCoV-19/SouthAfrica/VIDA-KRISP-K012912/2020betacoronavirusEPI_ISL_249477610-9-2020 Africa South AfricaFree State Africa South AfricaFree State genome 29825 Human unknown unknown B.1.351 GH Vaccines and Infectious Diseases Analytics Research Unit (VIDA)KRISP, KZN Research Innovation and Sequencing PlatformBaillie Vicky, du Plessis Jeanine, Giandhari Jennifer, Pillay Sureshnee, Naidoo Yeshnee, Tegally Houriiyah, San James, Wilkinson Eduan, de Oliveira Tulio, Madhi Shabirhttps://www.gisaid.org/ 11-6-2021
Beta hCoV-19/Rwanda/CV2217/2020VOC_Beta_hCoV-19/Rwanda/CV2217/2020betacoronavirusEPI_ISL_4768081 4-6-2020 Africa Rwanda Rusizi Africa Rwanda Rusizi genome 29832 Human 41 Male B.1.351 GH Rwanda National Joint Taskforce COVID-53Africa Centre for Excellence for Genomics of Infectious Diseases (ACEGID), Redeemer’s UniversityEnatha Mukantwari, Olawoye, I.B., Dieudonne Mutangana, Oluniyi, P.E., Umuringa Jeanne d'Arc, Kayode, A.T., Esperance Umumararungu, Uwanibe, J.N., Sindayiheba Reuben, Eromon, P.E., Arlene Uwituze, Oguzie, J.U., Murebwayire Clarisse, Ajogbasile, F.V., Izuwayo Gerard, Ope-Ewe, O., Alice Kabanda, Chukwu, G., Robert Rutayisire, Ahmed, M., Ugwu, C.A., Akano, K.O., Abechi, P.S., Happi, A.N., Ayoade, F., Okolie, J., Sobajo, T., Ayo-Ale, B., Philip, C., Olumade, T.J., Nosamiefan, I., Yvan Butera, Leon Mutesa, Folarin, O., Happi, C.T.https://www.gisaid.org/ 4-10-2021
Beta hCoV-19/UnitedArabEmirates/BTC-5011/2020VOC_Beta_hCoV-19/UnitedArabEmirates/BTC-5011/2020betacoronavirusEPI_ISL_514289628-8-2020 Asia United Arab EmiratesAbu Dhabi Asia United Arab EmiratesAbu Dhabi genome 29885 Human 73 Male B.1.351 GH BTC, Khalifa UniversityBTC, Khalifa UniversityHabiba Al Safar et alhttps://www.gisaid.org/14-10-2021
Beta hCoV-19/SouthAfrica/NICD-N19828/2020VOC_Beta_hCoV-19/SouthAfrica/NICD-N19828/2020betacoronavirusEPI_ISL_669355226-6-2020 Africa South AfricaNORTH WEST Africa South AfricaNORTH WESTgenome 29760 Human 78 Female B.1.351 GH TSHEPONG LABORATORYNational Institute for Communicable Diseases of the National Health Laboratory ServiceAmoako DG, Everatt J, Scheepers C, Mohale T, Ntuli N, Mahlangu B, Mnguni A, Ismail A, Bhiman JNhttps://www.gisaid.org/24-11-2021
Gamma hCoV-19/France/PAC-IHU-8691_Illu1/2020VOC_Gamma_hCoV-19/France/PAC-IHU-8691_Illu1/2020betacoronavirusEPI_ISL_245405723-3-2020 Europe France Provence-Alpes-Cote d'AzurMarseille Europe France Provence-Alpes-Cote d'Azurgenome 29673 Human unknown unknown P.1.15 GR MEPHI, Aix Marseille UniversityMEPHI, Aix Marseille UniversityAnthony LEVASSEURhttps://www.gisaid.org/ 8-6-2021
Gamma hCoV-19/USA/IL-RED-FUL-39828238/2020VOC_Gamma_hCoV-19/USA/IL-RED-FUL-39828238/2020betacoronavirusEPI_ISL_2249957 7-4-2020 North AmericaUSA Illinois North AmericaUSA Illinois genome 29883 Human unknown unknown P.1 GR Reditus LaboratoriesReditus LaboratoriesJoshua J. Geltz, Ph.D., Robert M. Sgambelluri, Ph.D., Cassy Philips, M.S., Alexa Eichelberger, M.S.https://www.gisaid.org/ 25-5-2021
Gamma hCoV-19/USA/IN-ISDHQ409/2020VOC_Gamma_hCoV-19/USA/IN-ISDHQ409/2020betacoronavirusEPI_ISL_261248823-4-2020 North AmericaUSA Indiana North AmericaUSA Indiana genome 29830 Human 93 Male P.1 GR ISDH Quantigen BiosciencesPaul J. Childresshttps://www.gisaid.org/ 18-6-2021
Gamma hCoV-19/USA/TX-HMH-MCoV-40896/2020VOC_Gamma_hCoV-19/USA/TX-HMH-MCoV-40896/2020betacoronavirusEPI_ISL_222408122-7-2020 North AmericaUSA Texas Houston North AmericaUSA Texas genome 29678 Human unknown unknown P.1.1 GR Houston Methodist HospitalHouston Methodist HospitalRandall J. Olsen, Paul A. Christensen, S. Wesley Long, Sishir Subedi, Robert Olson, Marcus Nguyen, James J. Davis, Matthew Ojeda Saavedra, Prasanti Yerramilli, Layne Pruitt,  Kristina Reppond,  Madison N. Shyer, Jessica Cambric, Ryan Gadd, Ilya J. Finkelstein, Jimmy Gollihar, and James M. Musserhttps://www.gisaid.org/ 21-5-2021
Gamma hCoV-19/USA/TX-HMH-MCoV-40905/2020VOC_Gamma_hCoV-19/USA/TX-HMH-MCoV-40905/2020betacoronavirusEPI_ISL_222409022-7-2020 North AmericaUSA Texas Houston North AmericaUSA Texas genome 29771 Human unknown unknown P.1.1 GR Houston Methodist HospitalHouston Methodist HospitalRandall J. Olsen, Paul A. Christensen, S. Wesley Long, Sishir Subedi, Robert Olson, Marcus Nguyen, James J. Davis, Matthew Ojeda Saavedra, Prasanti Yerramilli, Layne Pruitt,  Kristina Reppond,  Madison N. Shyer, Jessica Cambric, Ryan Gadd, Ilya J. Finkelstein, Jimmy Gollihar, and James M. Musserhttps://www.gisaid.org/ 21-5-2021
Gamma hCoV-19/USA/TX-HMH-MCoV-41509/2020VOC_Gamma_hCoV-19/USA/TX-HMH-MCoV-41509/2020betacoronavirusEPI_ISL_222307431-7-2020 North AmericaUSA Texas Houston North AmericaUSA Texas genome 29787 Human unknown unknown P.1.1 GR Houston Methodist HospitalHouston Methodist HospitalRandall J. Olsen, Paul A. Christensen, S. Wesley Long, Sishir Subedi, Robert Olson, Marcus Nguyen, James J. Davis, Matthew Ojeda Saavedra, Prasanti Yerramilli, Layne Pruitt,  Kristina Reppond,  Madison N. Shyer, Jessica Cambric, Ryan Gadd, Ilya J. Finkelstein, Jimmy Gollihar, and James M. Musserhttps://www.gisaid.org/ 21-5-2021
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Gamma hCoV-19/Brazil/SP-IB_112782/2020VOC_Gamma_hCoV-19/Brazil/SP-IB_112782/2020betacoronavirusEPI_ISL_5645745 7-8-2020 South AmericaBrazil Sao Paulo South AmericaBrazil Sao Paulo genome 29886 Human unknown unknown P.1 GR HOSP STA MARCELINA SAO PAULOInstituto ButantanDimas Tadeu Covas, Antonio Jorge Martins, Claudia Renata dos Santos Barros, David Schlesinger, Debora Botequio Moretti, Elaine Cristina Marqueze, Elaine Vieira Santos, Evandra Strazza Rodrigues, Heidge Fukumasu, Jayme Augusto de Souza-Neto, José Salvatore Leister Patané, Luiz Alcantara, Luiz Lehmann Coutinho, Maria Carolina Elias, Maurício Lacerda Nogueira, Rafael dos Santos Bezerra, Raul Machado Neto, Rejane Maria Tommasini Grotto, Ricardo Haddad, Sandra Coccuzzo Sampaio Vessoni, Simone Kashima, Svetoslav Nanev Slavov, Vincent Louis Vialahttps://www.gisaid.org/28-10-2021
Gamma hCoV-19/USA/TX-HMH-MCoV-35197/2020VOC_Gamma_hCoV-19/USA/TX-HMH-MCoV-35197/2020betacoronavirusEPI_ISL_222021711-8-2020 North AmericaUSA Texas Houston North AmericaUSA Texas genome 29771 Human unknown unknown P.1.1 GR Houston Methodist HospitalHouston Methodist HospitalRandall J. Olsen, Paul A. Christensen, S. Wesley Long, Sishir Subedi, Robert Olson, Marcus Nguyen, James J. Davis, Matthew Ojeda Saavedra, Prasanti Yerramilli, Layne Pruitt,  Kristina Reppond,  Madison N. Shyer, Jessica Cambric, Ryan Gadd, Ilya J. Finkelstein, Jimmy Gollihar, and James M. Musserhttps://www.gisaid.org/ 21-5-2021
Gamma hCoV-19/USA/TX-HMH-MCoV-34830/2020VOC_Gamma_hCoV-19/USA/TX-HMH-MCoV-34830/2020betacoronavirusEPI_ISL_221632113-8-2020 North AmericaUSA Texas Houston North AmericaUSA Texas genome 29811 Human unknown unknown P.1.1 G Houston Methodist HospitalHouston Methodist HospitalRandall J. Olsen, Paul A. Christensen, S. Wesley Long, Sishir Subedi, Robert Olson, Marcus Nguyen, James J. Davis, Matthew Ojeda Saavedra, Prasanti Yerramilli, Layne Pruitt,  Kristina Reppond,  Madison N. Shyer, Jessica Cambric, Ryan Gadd, Ilya J. Finkelstein, Jimmy Gollihar, and James M. Musserhttps://www.gisaid.org/ 21-5-2021
Gamma hCoV-19/Brazil/MS-HRMS_1490/2020VOC_Gamma_hCoV-19/Brazil/MS-HRMS_1490/2020betacoronavirusEPI_ISL_663367324-8-2020 South AmericaBrazil Mato Grosso do SulCampo GrandeSouth AmericaBrazil Mato Grosso do Sulgenome 29903 Human 38 Male P.1 GR Infectious and Parasitic Diseases LaboratoryInfectious and Parasitic Diseases LaboratoryWellington Favahttps://www.gisaid.org/23-11-2021
Gamma hCoV-19/Spain/GA-CHUVI-19025283/2020VOC_Gamma_hCoV-19/Spain/GA-CHUVI-19025283/2020betacoronavirusEPI_ISL_2603238 6-9-2020 Europe Spain Galicia Vigo Europe Spain Galicia genome 29856 Human 38 Male P.1.12 GV Microbiology Department. Complexo Hospitalario Universitario de VigoMicrobiology Department. Complexo Hospitalario Universitario de VigoAlfaya N, Alonso I, Alvarez M, Cabrera JJ, Carballo R, Cores O, Cortizo S, del-Campo V, Martinez L, Mediero G, Perez S, Potel C, Regueiro B, Rey S, Vasallo FJhttps://www.gisaid.org/ 18-6-2021
Gamma hCoV-19/Brazil/PE-FIOCRUZ-IAM3285/2020VOC_Gamma_hCoV-19/Brazil/PE-FIOCRUZ-IAM3285/2020betacoronavirusEPI_ISL_370456422-9-2020 South AmericaBrazil PernambucoPetrolina South AmericaBrazil Pernambucogenome 29643 Human 27 Male P.1.12 G LACEN/PE WallauLab on behalf of Fiocruz COVID-19 Genomic Surveillance NetworkMarcelo Henrique dos Santos Paiva, Cassia Docena, Matheus Filgueira Bezerra, Filipe Zimmer Dezordi, Lais Ceschini Machado, Lilian Caroliny Amorim Silva, Gustavo Barbosa de Lima, Alexandre Freitas da Silva, Sinval Pinto Brandão Filho, Constância Flávia Junqueira Ayres, Gabriel Luz Wallauhttps://www.gisaid.org/ 26-8-2021
Gamma hCoV-19/Brazil/PB-BA1200-250009713/2020VOC_Gamma_hCoV-19/Brazil/PB-BA1200-250009713/2020betacoronavirusEPI_ISL_22414961-10-2020 South AmericaBrazil Paraiba Ingá South AmericaBrazil Paraiba genome 29829 Human unknown unknown P.1 GR Laboratório Central de Saúde Pública da ParaibaCoordenação Geral de Laboratórios de Saúde Pública (CGLAB/DAEVS/SVS/MS)Vagner Fonseca, et al.https://www.gisaid.org/ 24-5-2021
Gamma hCoV-19/Brazil/PR-L119-CD7789/2020VOC_Gamma_hCoV-19/Brazil/PR-L119-CD7789/2020betacoronavirusEPI_ISL_234442026-10-2020 South AmericaBrazil Parana Curitiba South AmericaBrazil Parana genome 29777 Human unknown unknown P.1 GR Instituto ButantanInstituto de Medicina Tropical de Sao PauloBrazil-UK Centre for Arbovirus Discovery Diagnosis Genomics and Epidemiology (CADDE) Genomic Network - Instituto de Medicina Tropicalhttps://www.gisaid.org/ 30-5-2021
Gamma hCoV-19/Brazil/GO-2732R1/2020VOC_Gamma_hCoV-19/Brazil/GO-2732R1/2020betacoronavirusEPI_ISL_261454126-10-2020 South AmericaBrazil Goias Goiania South AmericaBrazil Goias genome 29865 Human 31 Female P.1 GR LACEN do Estado de GoiasInstituto Adolfo Lutz, Interdiciplinary Procedures Center, Strategic LaboratoryClaudio Tavares Sacchi, Claudia Regina Gonçalves, Erica Valessa Ramos Gomes, Karoline Rodrigues Campos, Caio Vinicius Dias Lopes, Leonardo Jose Tadeu de Araujohttps://www.gisaid.org/ 18-6-2021
Gamma hCoV-19/Brazil/SP-2389/2020VOC_Gamma_hCoV-19/Brazil/SP-2389/2020betacoronavirusEPI_ISL_18212083-11-2020 South AmericaBrazil Sao Paulo Bauru South AmericaBrazil Sao Paulo genome 29837 Human 94 Female P.1.14 GR Hospital de Base de Bauru Hospital de Base Setima RegiaoInstituto Adolfo Lutz, Interdiciplinary Procedures Center, Strategic LaboratoryClaudio Tavares Sacchi, Claudia Regina Gonçalves, Erica Valessa Ramos Gomes, Karoline Rodrigues Campos, Caio Vinicius Dias Lopes, Leonardo Jose Tadeu de Araujohttps://www.gisaid.org/ 30-4-2021
Gamma hCoV-19/Brazil/RJ-FUNED-330105720/2020VOC_Gamma_hCoV-19/Brazil/RJ-FUNED-330105720/2020betacoronavirusEPI_ISL_224944018-11-2020 South AmericaBrazil Rio de JaneiroVolta RedondaSouth AmericaBrazil Rio de Janeirogenome 29826 Human unknown unknown P.1 GR Laboratório Central de Saúde Pública do Rio de JaneiroCoordenação Geral de Laboratórios de Saúde Pública (CGLAB/DAEVS/SVS/MS)Vagner Fonseca, et al.https://www.gisaid.org/ 25-5-2021
Gamma hCoV-19/Brazil/RJ-FUNED-330107714/2020VOC_Gamma_hCoV-19/Brazil/RJ-FUNED-330107714/2020betacoronavirusEPI_ISL_224944418-11-2020 South AmericaBrazil Rio de JaneiroTres Rios South AmericaBrazil Rio de Janeirogenome 29829 Human unknown unknown P.1 GR Laboratório Central de Saúde Pública do Rio de JaneiroCoordenação Geral de Laboratórios de Saúde Pública (CGLAB/DAEVS/SVS/MS)Vagner Fonseca, et al.https://www.gisaid.org/ 25-5-2021
Gamma hCoV-19/Brazil/RS-LMM38991/2020VOC_Gamma_hCoV-19/Brazil/RS-LMM38991/2020betacoronavirusEPI_ISL_163015830-11-2020 South AmericaBrazil Rio Grande do SulCampo BomSouth AmericaBrazil Rio Grande do Sulgenome 29802 Human 39 Male P.1 GR Laboratório de Microbiologia Molecular - Universidade FEEVALELaboratório de Microbiologia Molecular - Universidade FEEVALEAlana Witt Hansen, Fágner Henrique Heldt, Fernando Rosado Spilki, Flávio Silveira,  Juliana Schons Gularte, Juliane Deise Fleck,  Mariana Soares da Silva,  Meriane Demoliner, Matheus Nunes Weber, Paula Rodrigues de Almeida, Micheli Filippi.https://www.gisaid.org/ 18-4-2021
Gamma hCoV-19/USA/AL-ADPH-4665937/2020VOC_Gamma_hCoV-19/USA/AL-ADPH-4665937/2020betacoronavirusEPI_ISL_26752482020-05 North AmericaUSA Alabama Prattville North AmericaUSA Alabama genome 29819 Human 3 Female P.1 GR Alabama Department of Public Health (ADPH)Alabama Department of Public Health (ADPH)Adrianna Walkerhttps://www.gisaid.org/ 25-6-2021
Gamma hCoV-19/Brazil/RS-147_LABRESIS/2020VOC_Gamma_hCoV-19/Brazil/RS-147_LABRESIS/2020betacoronavirusEPI_ISL_32182582020-09 South AmericaBrazil Rio Grande do Sul South AmericaBrazil Rio Grande do Sulgenome 29868 Human 40 Female P.1 GR LABCOVID_HCPALABRESIS_HCPAWink PL, Martins AF, Volpato F, Monteiro F, Zavascki AP, Barth ALhttps://www.gisaid.org/ 3-8-2021
Gamma hCoV-19/Brazil/RS-164_LABRESIS/2020VOC_Gamma_hCoV-19/Brazil/RS-164_LABRESIS/2020betacoronavirusEPI_ISL_32332322020-11 South AmericaBrazil Rio Grande do Sul South AmericaBrazil Rio Grande do Sulgenome 29821 Human 48 Female P.1 GR LABRESIS LABRESIS Wink PL, Martins AF, Volpato F, Monteiro F, Zavascki AP, Barth ALhttps://www.gisaid.org/ 4-8-2021
Gamma hCoV-19/USA/FL-Shands-VTM-1547/2020VOC_Gamma_hCoV-19/USA/FL-Shands-VTM-1547/2020betacoronavirusEPI_ISL_29906302020-12 North AmericaUSA Florida North AmericaUSA Florida genome 29837 Human unknown unknown P.1.10 GR UF Health Shands Hospital - Core LaboratorySalemi Lab, University of FloridaMagalis BR, Mavian C, Riva A, Cash M, Lauzardo M, Salemi Mhttps://www.gisaid.org/ 19-7-2021
Gamma hCoV-19/USA/FL-Shands-VTM-1564/2020VOC_Gamma_hCoV-19/USA/FL-Shands-VTM-1564/2020betacoronavirusEPI_ISL_29907142020-12 North AmericaUSA Florida Gainesville North AmericaUSA Florida genome 29786 Human unknown unknown P.1.10 G UF Health Shands Hospital - Core LaboratorySalemi Lab, University of FloridaMagalis BR, Mavian C, Riva A, Cash M, Lauzardo M, Salemi Mhttps://www.gisaid.org/ 19-7-2021
Gamma hCoV-19/USA/FL-Shands-VTM-1572/2020VOC_Gamma_hCoV-19/USA/FL-Shands-VTM-1572/2020betacoronavirusEPI_ISL_29907212020-12 North AmericaUSA Florida Gainesville North AmericaUSA Florida genome 29817 Human unknown unknown P.1.10 GR UF Health Shands Hospital - Core LaboratorySalemi Lab, University of FloridaMagalis BR, Mavian C, Riva A, Cash M, Lauzardo M, Salemi Mhttps://www.gisaid.org/ 19-7-2021
Delta hCoV-19/USA/NY-WMC2021-152/2020VOC_Delta_hCoV-19/USA/NY-WMC2021-152/2020betacoronavirusEPI_ISL_666189512-3-2020 North AmericaUSA New York Westchester CountyNorth AmericaUSA New York genome 29769 Human 37 Female AY.23 GK Molecular Biology Laboratory, Westchester Medical CenterGenomics Core Laboratory, New York Medical CollegeWeihua Huang, Utsav Pandey, Jian Zhuge,  Humayun K. Islam, Salomon Amar, Brahmaraju Mopidevihttps://www.gisaid.org/23-11-2021
Delta hCoV-19/USA/TX-HMH-MCoV-49501/2020VOC_Delta_hCoV-19/USA/TX-HMH-MCoV-49501/2020betacoronavirusEPI_ISL_538427313-7-2020 North AmericaUSA Texas Houston North AmericaUSA Texas genome 29783 Human unknown unknown AY.122 GK Houston Methodist HospitalHouston Methodist HospitalRandall J. Olsen, Paul A. Christensen, S. Wesley Long, Sishir Subedi, Robert Olson, Marcus Nguyen, James J. Davis, Matthew Ojeda Saavedra, Prasanti Yerramilli, Layne Pruitt,  Kristina Reppond,  Madison N. Shyer, Jessica Cambric, Ryan Gadd, Ilya J. Finkelstein, Jimmy Gollihar, and James M. Musserhttps://www.gisaid.org/20-10-2021
Delta hCoV-19/USA/TX-HMH-MCoV-48794/2020VOC_Delta_hCoV-19/USA/TX-HMH-MCoV-48794/2020betacoronavirusEPI_ISL_538385015-7-2020 North AmericaUSA Texas Houston North AmericaUSA Texas genome 29783 Human unknown unknown AY.100 GK Houston Methodist HospitalHouston Methodist HospitalRandall J. Olsen, Paul A. Christensen, S. Wesley Long, Sishir Subedi, Robert Olson, Marcus Nguyen, James J. Davis, Matthew Ojeda Saavedra, Prasanti Yerramilli, Layne Pruitt,  Kristina Reppond,  Madison N. Shyer, Jessica Cambric, Ryan Gadd, Ilya J. Finkelstein, Jimmy Gollihar, and James M. Musserhttps://www.gisaid.org/20-10-2021
Delta hCoV-19/USA/WV-WVU-WV121217/2020VOC_Delta_hCoV-19/USA/WV-WVU-WV121217/2020betacoronavirusEPI_ISL_468945221-7-2020 North AmericaUSA West Virginia North AmericaUSA West Virginiagenome 29818 Human 67 Male AY.25 GK United Hospital CenterWVU and Marshall University Combined Genomics Core FacilitiesJames Denvir, Peter Stoilov, Peter Perrotta, Wesley Kimble, Ryan Percifieldhttps://www.gisaid.org/ 1-10-2021
Delta hCoV-19/Indonesia/JA-GS-EIJK-RSRM-0168/2020VOC_Delta_hCoV-19/Indonesia/JA-GS-EIJK-RSRM-0168/2020betacoronavirusEPI_ISL_539576729-7-2020 Asia Indonesia Jambi Jambi Asia Indonesia Jambi genome 29775 Human 50 Male AY.23 GK Raden Mattaher Regional General Hospital (RSUD)Eijkman Research Center for Molecular Biology, National Research and Innovation Agency; Raden Mattaher Regional General Hospital (RSUD)Sukma Oktavianthi, Lydia V Panggalo, Willy Agustine, Iskandar Adnan, Jessica R Saragih, Edison Johar, Muhammad Rezki Rasyak, Lidwina Priliani, Sotianingsih, Fery Kusnadi, Yusnidar, Frilasita A Yudhaputri, Hidayat Trimarsanto, Safarina G Malik, Khin Saw Myint, Amin Soebandriohttps://www.gisaid.org/21-10-2021
Delta hCoV-19/Indonesia/JA-GS-EIJK-RSRM-0169/2020VOC_Delta_hCoV-19/Indonesia/JA-GS-EIJK-RSRM-0169/2020betacoronavirusEPI_ISL_539576829-7-2020 Asia Indonesia Jambi Jambi Asia Indonesia Jambi genome 29769 Human 7 Male AY.23 GK Raden Mattaher Regional General Hospital (RSUD)Eijkman Research Center for Molecular Biology, National Research and Innovation Agency; Raden Mattaher Regional General Hospital (RSUD)Lydia V Panggalo, Willy Agustine, Iskandar Adnan, Jessica R Saragih, Edison Johar, Muhammad Rezki Rasyak, Lidwina Priliani, Sukma Oktavianthi, Sotianingsih, Fery Kusnadi, Yusnidar, Frilasita A Yudhaputri, Hidayat Trimarsanto, Safarina G Malik, Khin Saw Myint, Amin Soebandriohttps://www.gisaid.org/21-10-2021
Delta hCoV-19/Indonesia/JA-GS-EIJK-RSRM-0170/2020VOC_Delta_hCoV-19/Indonesia/JA-GS-EIJK-RSRM-0170/2020betacoronavirusEPI_ISL_539576929-7-2020 Asia Indonesia Jambi Jambi Asia Indonesia Jambi genome 29769 Human 39 Male AY.24 GK Raden Mattaher Regional General Hospital (RSUD)Eijkman Research Center for Molecular Biology, National Research and Innovation Agency; Raden Mattaher Regional General Hospital (RSUD)Willy Agustine, Iskandar Adnan, Jessica R Saragih, Edison Johar, Muhammad Rezki Rasyak, Lidwina Priliani, Sukma Oktavianthi, Lydia V Panggalo, Sotianingsih, Fery Kusnadi, Yusnidar, Frilasita A Yudhaputri, Hidayat Trimarsanto, Safarina G Malik, Khin Saw Myint, Amin Soebandriohttps://www.gisaid.org/21-10-2021
Delta hCoV-19/Indonesia/JA-GS-EIJK-RSRM-0172/2020VOC_Delta_hCoV-19/Indonesia/JA-GS-EIJK-RSRM-0172/2020betacoronavirusEPI_ISL_539577129-7-2020 Asia Indonesia Jambi Jambi Asia Indonesia Jambi genome 29769 Human 46 Female AY.23 GK Raden Mattaher Regional General Hospital (RSUD)Eijkman Research Center for Molecular Biology, National Research and Innovation Agency; Raden Mattaher Regional General Hospital (RSUD)Jessica R Saragih, Edison Johar, Muhammad Rezki Rasyak, Lidwina Priliani, Sukma Oktavianthi, Lydia V Panggalo, Willy Agustine, Iskandar Adnan, Sotianingsih, Fery Kusnadi, Yusnidar, Frilasita A Yudhaputri, Hidayat Trimarsanto, Safarina G Malik, Khin Saw Myint, Amin Soebandriohttps://www.gisaid.org/21-10-2021
Delta hCoV-19/Indonesia/JA-GS-EIJK-RSRM-0200/2020VOC_Delta_hCoV-19/Indonesia/JA-GS-EIJK-RSRM-0200/2020betacoronavirusEPI_ISL_539579329-7-2020 Asia Indonesia Jambi Jambi Asia Indonesia Jambi genome 29769 Human 32 Female AY.23 GK Raden Mattaher Regional General Hospital (RSUD)Eijkman Research Center for Molecular Biology, National Research and Innovation Agency; Raden Mattaher Regional General Hospital (RSUD)Sukma Oktavianthi, Lydia V Panggalo, Willy Agustine, Iskandar Adnan, Jessica R Saragih, Edison Johar, Muhammad Rezki Rasyak, Lidwina Priliani, Sotianingsih, Fery Kusnadi, Yusnidar, Frilasita A Yudhaputri, Hidayat Trimarsanto, Safarina G Malik, Khin Saw Myint, Amin Soebandriohttps://www.gisaid.org/21-10-2021
Delta hCoV-19/England/PHEP-YYBYUTJ/2020VOC_Delta_hCoV-19/England/PHEP-YYBYUTJ/2020betacoronavirusEPI_ISL_5283939 3-8-2020 Europe United KingdomEngland Europe United KingdomEngland genome 29769 Human unknown unknown AY.4 GK Respiratory Virus Unit, Microbiology Services Colindale, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/18-10-2021
Delta hCoV-19/USA/CA-LACPHL-AF03229/2020VOC_Delta_hCoV-19/USA/CA-LACPHL-AF03229/2020betacoronavirusEPI_ISL_505895612-8-2020 North AmericaUSA California Los Angeles CountyNorth AmericaUSA California genome 29598 Human unknown unknown AY.3 GK Torrance Memorial Medical CenterLos Angeles County Public Health LaboratoriesP. Hemarajata et al.https://www.gisaid.org/12-10-2021
Delta hCoV-19/USA/VI-Yale-10210/2020VOC_Delta_hCoV-19/USA/VI-Yale-10210/2020betacoronavirusEPI_ISL_457739221-8-2020 North AmericaUSA US Virgin IslandsSt. Croix North AmericaUSA US Virgin Islandsgenome 29775 Human unknown unknown B.1.617.2 GK VIDOH (Virgin Islands Department of Health)Grubaugh Lab - Yale School of Public HealthJoseph Fauver, Mallery Breban, Isabel Ott, Tara Alpert, Mary Petrone, Anderson Brito, Chantal Vogels, Annie Watkins, Chaney Kalinich, Jessica Rothman, Kendall Billig, Tobias Koch, Jendai Richards, TaLesa Aderohunmu, Esther Ellis, Marlon Lawrence, Brett Ellis, Nathan Grubaughhttps://www.gisaid.org/ 29-9-2021
Delta hCoV-19/USA/VI-Yale-10211/2020VOC_Delta_hCoV-19/USA/VI-Yale-10211/2020betacoronavirusEPI_ISL_457739321-8-2020 North AmericaUSA US Virgin IslandsSt. Croix North AmericaUSA US Virgin Islandsgenome 29775 Human unknown unknown AY.35 GK VIDOH (Virgin Islands Department of Health)Grubaugh Lab - Yale School of Public HealthJoseph Fauver, Mallery Breban, Isabel Ott, Tara Alpert, Mary Petrone, Anderson Brito, Chantal Vogels, Annie Watkins, Chaney Kalinich, Jessica Rothman, Kendall Billig, Tobias Koch, Jendai Richards, TaLesa Aderohunmu, Esther Ellis, Marlon Lawrence, Brett Ellis, Nathan Grubaughhttps://www.gisaid.org/ 29-9-2021
Delta hCoV-19/Fiji/FJ493/2020VOC_Delta_hCoV-19/Fiji/FJ493/2020betacoronavirusEPI_ISL_481981125-8-2020 Oceania Fiji Oceania Fiji genome 29835 Human unknown unknown AY.82 G Fiji Centre for Communicable Disease ControlMicrobiological Diagnostic Unit - Public Health Laboratory (MDU-PHL)Sahukhan, A., Faktaufon, D., Singh, S., Cabemaiwai, T., Seemann, T., Horan, K., Sherry, N.L.https://www.gisaid.org/ 4-10-2021
Delta hCoV-19/USA/CA-SEARCH-109796/2020VOC_Delta_hCoV-19/USA/CA-SEARCH-109796/2020betacoronavirusEPI_ISL_523744831-8-2020 North AmericaUSA California San Diego North AmericaUSA California genome 29804 Human unknown unknown B.1.617.2 GK San Diego County Public Health LaboratoryAndersen lab at Scripps ResearchSEARCH Alliance San Diego with Ashleigh Murphy and Brett Austinhttps://www.gisaid.org/15-10-2021
Delta hCoV-19/USA/WY-WYPHL-21070660/2020VOC_Delta_hCoV-19/USA/WY-WYPHL-21070660/2020betacoronavirusEPI_ISL_4558284 2-9-2020 North AmericaUSA Wyoming North AmericaUSA Wyoming genome 29818 Human 10 Male AY.3 GK Wyoming Public Health LaboratoryWyoming Public Health LaboratoryJim Mildenberger, Taylor Fearing, Channing Weber, Ashley Norberg, Chayse Rowley, Marley Goetz, Brian Dominguez, Elliot Thomasson, Sam Britz, Cari Sloma, Robert Petit, and Rob Christensenhttps://www.gisaid.org/ 28-9-2021
Delta hCoV-19/India/MP-NCDC-2509230/2020VOC_Delta_hCoV-19/India/MP-NCDC-2509230/2020betacoronavirusEPI_ISL_2461258 7-9-2020 Asia India Madhya Pradesh Asia India Madhya Pradeshgenome 29778 Human 63 Male AY.122 GK National Centre for Disease Control (NCDC) Biotechnology Division, DelhiNCDC Delhi, Biotechnology Division INSACOGRadhakrishnan V. S, Robin Marwal, Mahesh S Dhar, Kalaiarasan Ponnusamy, Meena Datta,  Priyanka Singh, Uma Sharma, Hemlata Lall, Manoj K Singh, Hema Gogia, Preeti Madan, Sandhya Kabra, Sujeet K Singh, Partha Rakshithttps://www.gisaid.org/ 9-6-2021
Delta hCoV-19/USA/ND-NDDH-4397/2020VOC_Delta_hCoV-19/USA/ND-NDDH-4397/2020betacoronavirusEPI_ISL_4821381 9-9-2020 North AmericaUSA North Dakota North AmericaUSA North Dakotagenome 29775 Human unknown unknown AY.44 GK North Dakota Department of Health, Public Health LaboratoryNorth Dakota Department of Health, Public Health LaboratoryLisa Wingerterhttps://www.gisaid.org/ 4-10-2021
Delta hCoV-19/Rwanda/CV2197/2020VOC_Delta_hCoV-19/Rwanda/CV2197/2020betacoronavirusEPI_ISL_476810110-9-2020 Africa Rwanda Nyarugenge Africa Rwanda Nyarugengegenome 29804 Human 34 Male B.1.617.2 GK Rwanda National Joint Taskforce COVID-34Africa Centre for Excellence for Genomics of Infectious Diseases (ACEGID), Redeemer’s UniversityEnatha Mukantwari, Olawoye, I.B., Dieudonne Mutangana, Oluniyi, P.E., Umuringa Jeanne d'Arc, Kayode, A.T., Esperance Umumararungu, Uwanibe, J.N., Sindayiheba Reuben, Eromon, P.E., Arlene Uwituze, Oguzie, J.U., Murebwayire Clarisse, Ajogbasile, F.V., Izuwayo Gerard, Ope-Ewe, O., Alice Kabanda, Chukwu, G., Robert Rutayisire, Ahmed, M., Ugwu, C.A., Akano, K.O., Abechi, P.S., Happi, A.N., Ayoade, F., Okolie, J., Sobajo, T., Ayo-Ale, B., Philip, C., Olumade, T.J., Nosamiefan, I., Yvan Butera, Leon Mutesa, Folarin, O., Happi, C.T.https://www.gisaid.org/ 4-10-2021
Delta hCoV-19/BurkinaFaso/CV1920/2020VOC_Delta_hCoV-19/BurkinaFaso/CV1920/2020betacoronavirusEPI_ISL_425513816-9-2020 Africa Burkina FasoOuagadougou Africa Burkina FasoOuagadougougenome 29842 Human unknown unknown AY.36 GK Centre Hospitalier Universitaire de BogodogoAfrica Centre for Excellence for Genomics of Infectious Diseases (ACEGID), Redeemer’s UniversityOlawoye, I.B., Oluniyi, P.E., Eromon, P.E., Oguzie, J.U., Kayode, A.T., Uwanibe, J.N., Ugwu, C.A., Akano, K.O., Ajogbasile, F.V., Abechi, P.S., Olumade, T.J., Nosamiefan, I., Folarin, O., Happi, C.T.https://www.gisaid.org/ 17-9-2021
Delta hCoV-19/BurkinaFaso/CV1921/2020VOC_Delta_hCoV-19/BurkinaFaso/CV1921/2020betacoronavirusEPI_ISL_425513918-9-2020 Africa Burkina FasoOuagadougou Africa Burkina FasoOuagadougougenome 29808 Human unknown unknown AY.36 GK Centre Hospitalier Universitaire de BogodogoAfrica Centre for Excellence for Genomics of Infectious Diseases (ACEGID), Redeemer’s UniversityOlawoye, I.B., Oluniyi, P.E., Eromon, P.E., Oguzie, J.U., Kayode, A.T., Uwanibe, J.N., Ugwu, C.A., Akano, K.O., Ajogbasile, F.V., Abechi, P.S., Olumade, T.J., Nosamiefan, I., Folarin, O., Happi, C.T.https://www.gisaid.org/ 17-9-2021
Delta hCoV-19/Mexico/AGU-InDRE_FB18599_S4467/2020VOC_Delta_hCoV-19/Mexico/AGU-InDRE_FB18599_S4467/2020betacoronavirusEPI_ISL_293790422-9-2020 North AmericaMexico Aguascalientes North AmericaMexico Aguascalientesgenome 29814 Human 22 Female AY.100 GK LESP AguascalientesInstituto de Diagnostico y Referencia Epidemiologicos (INDRE)Claudia Wong-Arambula, Abril Rodriguez-Maldonado, Vanessa Rivero-Arredondo, Ariadna Medina-Benitez, Joaquin Quiroz-Mercado, Sergio Rangel-Guerrero, Maribel Gonzalez-Villa, Natividad Cruz-Ortiz, Tatiana Nunez-Garcia, Gisela Barrera-Badillo, Lucia Hernandez-Rivas, Irma Lopez-Martinez, Ernesto Ramirez-Gonzalez.https://www.gisaid.org/ 14-7-2021
Delta hCoV-19/India/MH-ICMR-MCL_5716_5772/2020VOC_Delta_hCoV-19/India/MH-ICMR-MCL_5716_5772/2020betacoronavirusEPI_ISL_34734062020-10 Asia India Maharashtra Asia India Maharashtragenome 29873 Human 12 Male AY.50 GK Indian Council of Medical Research-National Institute of Virology, Microbial Containment ComplexIndian Council of Medical Research-National Institute of Virology, Microbial Containment ComplexPragya Yadavhttps://www.gisaid.org/ 18-8-2021
Delta hCoV-19/India/MH-ICMR-MCL_5715_5771/2020VOC_Delta_hCoV-19/India/MH-ICMR-MCL_5715_5771/2020betacoronavirusEPI_ISL_34736232020-10 Asia India Maharashtra Asia India Maharashtragenome 29886 Human 17 Female B.1.617.2 GK Indian Council of Medical Research-National Institute of Virology, Microbial Containment ComplexIndian Council of Medical Research-National Institute of Virology, Microbial Containment ComplexPragya Yadavhttps://www.gisaid.org/ 18-8-2021
Delta hCoV-19/France/PAC-IHU-38688-NovaE/2020VOC_Delta_hCoV-19/France/PAC-IHU-38688-NovaE/2020betacoronavirusEPI_ISL_63294442020-10 Europe France Provence-Alpes-Cote d'AzurMarseille Europe France Provence-Alpes-Cote d'Azurgenome 29689 Human unknown unknown AY.43 GK MEPHI, Aix Marseille UniversityMEPHI, Aix Marseille UniversityAnthony LEVASSEURhttps://www.gisaid.org/16-11-2021
Mu hCoV-19/Colombia/MAG-INS-VG-482/2021VOI_Mu_hCoV-19/Colombia/MAG-INS-VG-482/2021betacoronavirusEPI_ISL_122004511-1-2021 South AmericaColombia Magdalena South AmericaColombia Magdalenagenome 29494 Human unknown Female B.1.621 GH Universidad de MagdalenaInstituto Nacional de Salud- Dirección de Investigación en Salud PúblicaKatherine Laiton-Donato, Carlos Franco-Muñoz, Diego A. Álvarez-Díaz, Hector Alejandro Ruiz-Moreno, Jhonnatan Reales-González, Diego Andrés Prada, Sheryll Corchuelo, Maria T. Herrera-Sepúlveda,  Julian Naizaque, Gerardo Santamaría, Magdalena Wiesner, Martha Lucia Ospina Martínez, Marcela Mercado-Reyes.https://www.gisaid.org/ 11-3-2021
Mu hCoV-19/USA/CA-HLX-STM-000080848/2021VOI_Mu_hCoV-19/USA/CA-HLX-STM-000080848/2021betacoronavirusEPI_ISL_2626480 2021 North AmericaUSA California North AmericaUSA California genome 29902 Human unknown unknown B.1.621 GH Helix Helix Celina Andrade, Chelsea Andrews, David Becker, Tyler Cassens, Andrew dei Rossi, Justin Eagles, Magnus Isaksson, Marc Laurent, William Lee, Geraint Levan, James Lu, Shishi Luo, Henrique Machado, Jason Nguyen, Jimmy Ramirez, Efren Sandoval, Francisco Tanudajaja, Sherry Wang, Simon White, Dana Wymanhttps://www.gisaid.org/ 21-6-2021
Mu hCoV-19/England/PHEC-31028C/2021VOI_Mu_hCoV-19/England/PHEC-31028C/2021betacoronavirusEPI_ISL_2742811 2021 Europe United KingdomEngland Europe United KingdomEngland genome 29819 Human unknown unknown B.1.621 GH Respiratory Virus Unit, Microbiology Services Colindale, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/ 30-6-2021
Mu hCoV-19/England/PHEC-313887/2021VOI_Mu_hCoV-19/England/PHEC-313887/2021betacoronavirusEPI_ISL_2743429 2021 Europe United KingdomEngland Europe United KingdomEngland genome 29818 Human unknown unknown B.1.621.1 GH Respiratory Virus Unit, Microbiology Services Colindale, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/ 30-6-2021
Mu hCoV-19/England/PHEC-L306LE1C/2021VOI_Mu_hCoV-19/England/PHEC-L306LE1C/2021betacoronavirusEPI_ISL_2749159 2021 Europe United KingdomEngland Europe United KingdomEngland genome 29835 Human unknown unknown B.1.621.1 GH Respiratory Virus Unit, Microbiology Services Colindale, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/ 30-6-2021
Mu hCoV-19/England/PHEC-L306LE3A/2021VOI_Mu_hCoV-19/England/PHEC-L306LE3A/2021betacoronavirusEPI_ISL_2749161 2021 Europe United KingdomEngland Europe United KingdomEngland genome 29834 Human unknown unknown B.1.621.1 GH Respiratory Virus Unit, Microbiology Services Colindale, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/ 30-6-2021
Mu hCoV-19/NorthernIreland/PHEC-L307L6B9/2021VOI_Mu_hCoV-19/NorthernIreland/PHEC-L307L6B9/2021betacoronavirusEPI_ISL_2749246 2021 Europe United KingdomNorthern Ireland Europe United KingdomNorthern Irelandgenome 29830 Human unknown unknown B.1.621.1 GH Respiratory Virus Unit, Microbiology Services Colindale, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/ 30-6-2021
Mu hCoV-19/USA/FL-Shands-VTM-1545/2020VOI_Mu_hCoV-19/USA/FL-Shands-VTM-1545/2020betacoronavirusEPI_ISL_29906292020-12 North AmericaUSA Florida North AmericaUSA Florida genome 29747 Human unknown unknown B.1.621.1 GH UF Health Shands Hospital - Core LaboratorySalemi Lab, University of FloridaMagalis BR, Mavian C, Riva A, Cash M, Lauzardo M, Salemi Mhttps://www.gisaid.org/ 19-7-2021
Mu hCoV-19/USA/GA-GPHL-0609/2021VOI_Mu_hCoV-19/USA/GA-GPHL-0609/2021betacoronavirusEPI_ISL_3138959 2021 North AmericaUSA Georgia North AmericaUSA Georgia genome 29835 Human unknown unknown B.1.621 GH GA Department of Public HealthGA Department of Public HealthStacy Reeves, Sharmila Talekar, Jonathan Edwards, Cynthia Dixey, Tonia Parrott, Aliyah Fields, Taylor Smithhttps://www.gisaid.org/ 27-7-2021
Mu hCoV-19/USA/GA-GPHL-0611/2021VOI_Mu_hCoV-19/USA/GA-GPHL-0611/2021betacoronavirusEPI_ISL_3138960 2021 North AmericaUSA Georgia North AmericaUSA Georgia genome 29835 Human unknown unknown B.1.621 GH GA Department of Public HealthGA Department of Public HealthStacy Reeves, Sharmila Talekar, Jonathan Edwards, Cynthia Dixey, Tonia Parrott, Aliyah Fields, Taylor Smithhttps://www.gisaid.org/ 27-7-2021
Mu hCoV-19/Venezuela/Fal1944/2021VOI_Mu_hCoV-19/Venezuela/Fal1944/2021betacoronavirusEPI_ISL_350737021-1-2021 South AmericaVenezuela Falcon South AmericaVenezuela Falcon genome 29831 Human unknown unknown B.1.621 GH Instituto Venezolano de Investigaciones CientíficasLaboratorio de Virología MolecularRossana C Jaspe, Carmen L Loureiro, Yoneira Sulbaran, Pierina D´Angelo, Zoila Moros, Lieska Rodríguez, José Luis Zambrano, Mariana Hidalgo, Víctor Alarcón, Domingo J Garzaro, CoViVen Group, Héctor R Rangel, Flor H Pujolhttps://www.gisaid.org/ 19-8-2021
Mu hCoV-19/France/IDF-CERBAHC-0767669/2021VOI_Mu_hCoV-19/France/IDF-CERBAHC-0767669/2021betacoronavirusEPI_ISL_3535582 2021 Europe France Ile-de-France Europe France Ile-de-Francegenome 29822 Human 28 Female B.1.621 GH LBM Porte de la ChapelleCERBA HealthCareBénédicte Roquebert, Laura Verdurme, Sabine Trombert,  Stéphanie Haim-Boukobzahttps://www.gisaid.org/ 20-8-2021
Mu hCoV-19/France/OCC-CERBAHC-0737599/2021VOI_Mu_hCoV-19/France/OCC-CERBAHC-0737599/2021betacoronavirusEPI_ISL_3535812 2021 Europe France Occitanie Europe France Occitanie genome 29817 Human 15 Female B.1.621 GH LBM Cerballiance MazametCERBA HealthCareBénédicte Roquebert, Laura Verdurme, Sabine Trombert,  Stéphanie Haim-Boukobzahttps://www.gisaid.org/ 20-8-2021
Mu hCoV-19/England/PHEC-345E6C/2021VOI_Mu_hCoV-19/England/PHEC-345E6C/2021betacoronavirusEPI_ISL_3572489 2021 Europe United KingdomEngland Europe United KingdomEngland genome 29525 Human unknown unknown B.1.621 GH Respiratory Virus Unit, Microbiology Services Colindale, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/ 23-8-2021
Mu hCoV-19/France/IDF-CERBAHC-0786809/2021VOI_Mu_hCoV-19/France/IDF-CERBAHC-0786809/2021betacoronavirusEPI_ISL_3718722 2021 Europe France Ile-de-France Europe France Ile-de-Francegenome 29843 Human 23 Female B.1.621 GH EYLAU - Unilabs - AuteuilCERBA HealthCareBénédicte Roquebert, Laura Verdurme, Sabine Trombert,  Stéphanie Haim-Boukobzahttps://www.gisaid.org/ 26-8-2021
Mu hCoV-19/France/CVL-CERBAHC-08428324/2021VOI_Mu_hCoV-19/France/CVL-CERBAHC-08428324/2021betacoronavirusEPI_ISL_3899521 2021 Europe France Centre-Val de Loire Europe France Centre-Val de Loiregenome 29817 Human 6 Female B.1.621 GH Laboratoire Dreux ChurchillCERBA HealthCareBénédicte Roquebert, Laura Verdurme, Sabine Trombert,  Stéphanie Haim-Boukobzahttps://www.gisaid.org/ 2-9-2021
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Mu hCoV-19/France/NAQ-CERBAHC-09538751/2021VOI_Mu_hCoV-19/France/NAQ-CERBAHC-09538751/2021betacoronavirusEPI_ISL_4196812 2021 Europe France Nouvelle-Aquitaine Europe France Nouvelle-Aquitainegenome 29827 Human 28 Female B.1.621.1 GH Cerballiance Charentes AngoulemeCERBA HealthCareBénédicte Roquebert, Laura Verdurme, Sabine Trombert,  Stéphanie Haim-Boukobzahttps://www.gisaid.org/ 15-9-2021
Mu hCoV-19/Colombia/VAC-UTP-VG-024/2021VOI_Mu_hCoV-19/Colombia/VAC-UTP-VG-024/2021betacoronavirusEPI_ISL_5603320 2021 South AmericaColombia Valle del Cauca South AmericaColombia Valle del Caucagenome 29781 Human unknown Male B.1.621 GH SYNLAB ÁNGEL DIAGNÓSTICA - Valle del CaucaLaboratorio de Biología Molecular y Biotecnología - Universidad Tecnológica de PereiraFredy A. Tabares-Villa, Juan D. Anacona-Montilla, Marcela Orjuela-Rodriguez, Augusto Zuluaga-Velez, Juan C. Sepulvedahttps://www.gisaid.org/27-10-2021
Mu hCoV-19/Colombia/VAC-UTP-VG-026/2021VOI_Mu_hCoV-19/Colombia/VAC-UTP-VG-026/2021betacoronavirusEPI_ISL_5603321 2021 South AmericaColombia Valle del Cauca South AmericaColombia Valle del Caucagenome 29781 Human unknown Female B.1.621 GH SYNLAB ÁNGEL DIAGNÓSTICA - Valle del CaucaLaboratorio de Biología Molecular y Biotecnología - Universidad Tecnológica de PereiraFredy A. Tabares-Villa, Juan D. Anacona-Montilla, Marcela Orjuela-Rodriguez, Augusto Zuluaga-Velez, Juan C. Sepulvedahttps://www.gisaid.org/27-10-2021
Mu hCoV-19/Colombia/VAC-UTP-VG-027/2021VOI_Mu_hCoV-19/Colombia/VAC-UTP-VG-027/2021betacoronavirusEPI_ISL_5603322 2021 South AmericaColombia Valle del Cauca South AmericaColombia Valle del Caucagenome 29781 Human unknown Female B.1.621 GH SYNLAB ÁNGEL DIAGNÓSTICA - Valle del CaucaLaboratorio de Biología Molecular y Biotecnología - Universidad Tecnológica de PereiraFredy A. Tabares-Villa, Juan D. Anacona-Montilla, Marcela Orjuela-Rodriguez, Augusto Zuluaga-Velez, Juan C. Sepulvedahttps://www.gisaid.org/27-10-2021
Mu hCoV-19/Colombia/VAC-UTP-VG-029/2021VOI_Mu_hCoV-19/Colombia/VAC-UTP-VG-029/2021betacoronavirusEPI_ISL_5603328 2021 South AmericaColombia Valle del Cauca South AmericaColombia Valle del Caucagenome 29775 Human unknown Female B.1.621 GH SYNLAB ÁNGEL DIAGNÓSTICA - Valle del CaucaLaboratorio de Biología Molecular y Biotecnología - Universidad Tecnológica de PereiraFredy A. Tabares-Villa, Juan D. Anacona-Montilla, Marcela Orjuela-Rodriguez, Augusto Zuluaga-Velez, Juan C. Sepulvedahttps://www.gisaid.org/27-10-2021
Mu hCoV-19/Colombia/VAC-UTP-VG-025/2021VOI_Mu_hCoV-19/Colombia/VAC-UTP-VG-025/2021betacoronavirusEPI_ISL_5603359 2021 South AmericaColombia Valle del Cauca South AmericaColombia Valle del Caucagenome 29778 Human unknown Male B.1.621 GH SYNLAB ÁNGEL DIAGNÓSTICA - Valle del CaucaLaboratorio de Biología Molecular y Biotecnología - Universidad Tecnológica de PereiraFredy A. Tabares-Villa, Juan D. Anacona-Montilla, Marcela Orjuela-Rodriguez, Augusto Zuluaga-Velez, Juan C. Sepulvedahttps://www.gisaid.org/27-10-2021
Mu hCoV-19/Colombia/VAC-UTP-VG-228/2021VOI_Mu_hCoV-19/Colombia/VAC-UTP-VG-228/2021betacoronavirusEPI_ISL_5603360 2021 South AmericaColombia Valle del Cauca South AmericaColombia Valle del Caucagenome 29781 Human unknown Female B.1.621 GH SYNLAB ÁNGEL DIAGNÓSTICA - Valle del CaucaLaboratorio de Biología Molecular y Biotecnología - Universidad Tecnológica de PereiraFredy A. Tabares-Villa, Juan D. Anacona-Montilla, Marcela Orjuela-Rodriguez, Augusto Zuluaga-Velez, Juan C. Sepulvedahttps://www.gisaid.org/27-10-2021
Mu hCoV-19/USA/IN-LH000111869/2021VOI_Mu_hCoV-19/USA/IN-LH000111869/2021betacoronavirusEPI_ISL_5736581 2021 North AmericaUSA Indiana North AmericaUSA Indiana genome 29799 Human 38 Female B.1.621 GH PPHC-Purdue UnversityAnimal Disease Diagnostic Laboratory, Purdue University College of Veterinary MedicineRebeccca P Wilkes, Jobin Kattoorhttps://www.gisaid.org/29-10-2021
Mu hCoV-19/Colombia/ANT-LDSP461/2020VOI_Mu_hCoV-19/Colombia/ANT-LDSP461/2020betacoronavirusEPI_ISL_651253514-10-2020 South AmericaColombia Antioquia Apartado South AmericaColombia Antioquia genome 29781 Human 89 Male B.1.621 GH SOMER Laboratorio Departamental de Salud Publica de AntioquiaIdabely Betancur Ortiz, Maria Stella López, Gloria Isabel Escobar, Juan P. Hernandez-Ortiz, Cristian Arbey Velarde Hoyos, Juan Pablo Isaza Agudelo, Ana Victoria Valencia Duartehttps://www.gisaid.org/19-11-2021
GH hCoV-19/Indonesia/JA-EIJK-RSRM-175/2021VUM_GH_hCoV-19/Indonesia/JA-EIJK-RSRM-175/2021betacoronavirusEPI_ISL_316024518-5-2021 Asia Indonesia Jambi Jambi Asia Indonesia Jambi genome 29782 Human 18 Female B.1.640 GH RSUD Raden MattaherEijkman Institute for Molecular Biology, National Research and Innovation Agency; Raden Mattaher Regional General HospitalSukma Oktavianthi, Lidwina Priliani, Edison Johar, Frilasita A Yudhaputri, Muhammad Rezki Rasyak, Willy Agustine, Hidayat Trimarsanto, Lydia V. Panggalo, Iskandar Adnan, Sotianingsih, Fery Kusnadi, Yusnidar, Safarina G Malik, Khin Saw Myint, Amin Soebandriohttps://www.gisaid.org/ 1-8-2021
GH hCoV-19/Congo/FCRM-100-A32.28.09.21/2021VUM_GH_hCoV-19/Congo/FCRM-100-A32.28.09.21/2021betacoronavirusEPI_ISL_559266128-9-2021 Africa Republic of the CongoBrazzaville Africa Republic of the CongoBrazzaville genome 29683 Human 39 Female B.1.640 GH Fondation Congolaise pour la recherche medicale (FCRM), Francine NtoumiFondation Congolaise pour la Recherche MédicaleMfoutou Mapanguy Claujens Chastel; Batchi-Bouyou Armel Landry; Dr. Jean Claude Djontu; Dr. Abel Lissom; Prof. Dr. Thirumalaisamy P. Velavan; Prof. Francine Ntoumihttps://www.gisaid.org/27-10-2021
GH hCoV-19/Canada/QC-L00397423001/2021VUM_GH_hCoV-19/Canada/QC-L00397423001/2021betacoronavirusEPI_ISL_64234312-10-2021 North AmericaCanada Quebec North AmericaCanada Quebec genome 29734 Human 34 unknown B.1.640 GH Laboratoire de santé publique du QuébecLaboratoire de santé publique du QuébecSandrine Moreira, Ioannis Ragoussis, Guillaume Bourque, Jesse Shapiro, Mark Lathrop and Michel Roger on behalf of the CoVSeQ research grouphttps://www.gisaid.org/18-11-2021
GH hCoV-19/Switzerland/VD-ETHZ-34362364/2021VUM_GH_hCoV-19/Switzerland/VD-ETHZ-34362364/2021betacoronavirusEPI_ISL_55313926-10-2021 Europe SwitzerlandVaud Europe SwitzerlandVaud genome 29788 Human unknown unknown B.1.640 GH Viollier AG Department of Biosystems Science and Engineering, ETH ZürichChristian Beisel, Sarah Nadeau, Chaoran Chen, Louis du Plessis, Ivan Topolsky, Kim Philipp Jablonski, Lara Fuhrmann, Rebecca Denes, Mirjam Feldkamp, Ina Nissen, Natascha Santacroce, Elodie Burcklen, Christiane Beckmann, Maurice Redondo, Olivier Kobel, Christoph Noppen, Niko Beerenwinkel, Tanja Stadlerhttps://www.gisaid.org/26-10-2021
GH hCoV-19/England/PHEC-3M04EMF0/2021VUM_GH_hCoV-19/England/PHEC-3M04EMF0/2021betacoronavirusEPI_ISL_548168811-10-2021 Europe United KingdomEngland Europe United KingdomEngland genome 29779 Human unknown unknown B.1.640 GH Respiratory Virus Unit, Microbiology Services Colindale, Public Health EnglandCOVID-19 Genomics UK (COG-UK) ConsortiumPHE Covid Sequencing Teamhttps://www.gisaid.org/25-10-2021
GH hCoV-19/France/BRE-CHURENNES-8600727075/2021VUM_GH_hCoV-19/France/BRE-CHURENNES-8600727075/2021betacoronavirusEPI_ISL_565547112-10-2021 Europe France Bretagne Bannalec Europe France Bretagne genome 29799 Human 9 Female B.1.640 GH Laboratoire BIORANCECHU PontchaillouGROLHIER Claire, DENOUAL Florent, ETCHEVERRY Amandine, SASSI Mohamed, JAGLINE Steven, QUENET Benjamin, FEBREAU Christine, PRONIER Charlotte, GALIBERT Marie Dominique, DE TAYRAC Marie, THIBAULT Vincenthttps://www.gisaid.org/28-10-2021
GH hCoV-19/France/BRE-CHURENNES-8600727092/2021VUM_GH_hCoV-19/France/BRE-CHURENNES-8600727092/2021betacoronavirusEPI_ISL_565547412-10-2021 Europe France Bretagne Bannalec Europe France Bretagne genome 29796 Human 9 Male B.1.640 GH Laboratoire BIORANCECHU PontchaillouGROLHIER Claire, DENOUAL Florent, ETCHEVERRY Amandine, SASSI Mohamed, JAGLINE Steven, QUENET Benjamin, FEBREAU Christine, PRONIER Charlotte, GALIBERT Marie Dominique, DE TAYRAC Marie, THIBAULT Vincenthttps://www.gisaid.org/28-10-2021
GH hCoV-19/France/BRE-CHURENNES-8600727095/2021VUM_GH_hCoV-19/France/BRE-CHURENNES-8600727095/2021betacoronavirusEPI_ISL_565548012-10-2021 Europe France Bretagne Bannalec Europe France Bretagne genome 29821 Human 10 Male B.1.640 GH Laboratoire BIORANCECHU PontchaillouGROLHIER Claire, DENOUAL Florent, ETCHEVERRY Amandine, SASSI Mohamed, JAGLINE Steven, QUENET Benjamin, FEBREAU Christine, PRONIER Charlotte, GALIBERT Marie Dominique, DE TAYRAC Marie, THIBAULT Vincenthttps://www.gisaid.org/28-10-2021
GH hCoV-19/France/PAC-HCL021184595901/2021VUM_GH_hCoV-19/France/PAC-HCL021184595901/2021betacoronavirusEPI_ISL_591408412-10-2021 Europe France Provence-Alpes-Cote d'AzurAlpes-MaritimesEurope France Provence-Alpes-Cote d'Azurgenome 29728 Human 36 Male B.1.640 GH LABORATOIRE BIOESTERELCNR Virus des Infections Respiratoires - France SUDAntonin Bal, Bruno Simon, Gregory Destras, Gwendolyne Burfin, Hadrien Regue, Quentin Semanas, Martine Valette, Bruno Lina, Laurence Jossethttps://www.gisaid.org/ 4-11-2021
GH hCoV-19/France/BRE-CHURENNES-8600727084/2021VUM_GH_hCoV-19/France/BRE-CHURENNES-8600727084/2021betacoronavirusEPI_ISL_565547314-10-2021 Europe France Bretagne Bannalec Europe France Bretagne genome 29770 Human 10 Male B.1.640 GH Laboratoire BIORANCECHU PontchaillouGROLHIER Claire, DENOUAL Florent, ETCHEVERRY Amandine, SASSI Mohamed, JAGLINE Steven, QUENET Benjamin, FEBREAU Christine, PRONIER Charlotte, GALIBERT Marie Dominique, DE TAYRAC Marie, THIBAULT Vincenthttps://www.gisaid.org/28-10-2021
GH hCoV-19/France/IDF-CERBAHC-10167435/2021VUM_GH_hCoV-19/France/IDF-CERBAHC-10167435/2021betacoronavirusEPI_ISL_558829516-10-2021 Europe France Ile-de-France Europe France Ile-de-Francegenome 29822 Human 36 Female B.1.640 G LBM Porte de la ChapelleCERBA HealthCareBénédicte Roquebert, Laura Verdurme, Sabine Trombert,  Stéphanie Haim-Boukobzahttps://www.gisaid.org/27-10-2021
GH hCoV-19/Scotland/QEUH-27D6EB1/2021VUM_GH_hCoV-19/Scotland/QEUH-27D6EB1/2021betacoronavirusEPI_ISL_561955718-10-2021 Europe United KingdomScotland Europe United KingdomScotland genome 29434 Human unknown unknown B.1.640 GH Lighthouse Lab in GlasgowWellcome Sanger Institute for the COVID-19 Genomics UK (COG-UK) ConsortiumHarper VanSteenhouse, Yumi Kasai, David Gray, Carol Clugston, Anna Dominiczak and Alex Alderton, Roberto Amato, Jeffrey Barrett, Sonia Goncalves, Ewan Harrison, David K. Jackson, Ian Johnston, Dominic Kwiatkowski, Cordelia Langford, John Sillitoe on behalf of the Wellcome Sanger Institute COVID-19 Surveillance Teamhttps://www.gisaid.org/27-10-2021
GH hCoV-19/France/BRE-CHURENNES-8600727081/2021VUM_GH_hCoV-19/France/BRE-CHURENNES-8600727081/2021betacoronavirusEPI_ISL_565547218-10-2021 Europe France Bretagne Bannalec Europe France Bretagne genome 29770 Human 10 Male B.1.640 GH Laboratoire BIORANCECHU PontchaillouGROLHIER Claire, DENOUAL Florent, ETCHEVERRY Amandine, SASSI Mohamed, JAGLINE Steven, QUENET Benjamin, FEBREAU Christine, PRONIER Charlotte, GALIBERT Marie Dominique, DE TAYRAC Marie, THIBAULT Vincenthttps://www.gisaid.org/28-10-2021
GH hCoV-19/France/BRE-CHURENNES-8600727096/2021VUM_GH_hCoV-19/France/BRE-CHURENNES-8600727096/2021betacoronavirusEPI_ISL_565547518-10-2021 Europe France Bretagne Bannalec Europe France Bretagne genome 29829 Human 10 Male B.1.640 GH Laboratoire BIORANCECHU PontchaillouGROLHIER Claire, DENOUAL Florent, ETCHEVERRY Amandine, SASSI Mohamed, JAGLINE Steven, QUENET Benjamin, FEBREAU Christine, PRONIER Charlotte, GALIBERT Marie Dominique, DE TAYRAC Marie, THIBAULT Vincenthttps://www.gisaid.org/28-10-2021
GH hCoV-19/France/BRE-CHURENNES-8600727078/2021VUM_GH_hCoV-19/France/BRE-CHURENNES-8600727078/2021betacoronavirusEPI_ISL_565547918-10-2021 Europe France Bretagne Bannalec Europe France Bretagne genome 29733 Human 5 Female B.1.640 GH Laboratoire BIORANCECHU PontchaillouGROLHIER Claire, DENOUAL Florent, ETCHEVERRY Amandine, SASSI Mohamed, JAGLINE Steven, QUENET Benjamin, FEBREAU Christine, PRONIER Charlotte, GALIBERT Marie Dominique, DE TAYRAC Marie, THIBAULT Vincenthttps://www.gisaid.org/28-10-2021
GH hCoV-19/Congo/FCRM-115-12574/2021VUM_GH_hCoV-19/Congo/FCRM-115-12574/2021betacoronavirusEPI_ISL_607728919-10-2021 Africa Republic of the CongoBrazzaville Africa Republic of the CongoBrazzaville genome 29714 Human 32 Female B.1.640 GH Fondation Congolaise pour la recherche medicale (FCRM), Francine NtoumiFondation Congolaise pour la Recherche MédicaleMfoutou Mapanguy Claujens Chastel; Batchi-Bouyou Armel Landry; Dr. Jean Claude Djontu; Dr. Abel Lissom; Prof. Dr. Thirumalaisamy P. Velavan; Prof. Francine Ntoumihttps://www.gisaid.org/ 9-11-2021
GH hCoV-19/France/BRE-CHURENNES-8600727100/2021VUM_GH_hCoV-19/France/BRE-CHURENNES-8600727100/2021betacoronavirusEPI_ISL_565547820-10-2021 Europe France Bretagne Bannalec Europe France Bretagne genome 29770 Human 12 Female B.1.640 GH Laboratoire BIORANCECHU PontchaillouGROLHIER Claire, DENOUAL Florent, ETCHEVERRY Amandine, SASSI Mohamed, JAGLINE Steven, QUENET Benjamin, FEBREAU Christine, PRONIER Charlotte, GALIBERT Marie Dominique, DE TAYRAC Marie, THIBAULT Vincenthttps://www.gisaid.org/28-10-2021
GH hCoV-19/Congo/FCRM-127-A23.20.10.21/2021VUM_GH_hCoV-19/Congo/FCRM-127-A23.20.10.21/2021betacoronavirusEPI_ISL_607727120-10-2021 Africa Republic of the CongoBrazzaville Africa Republic of the CongoBrazzaville genome 29649 Human 4 Female B.1.640 GH Fondation Congolaise pour la recherche medicale (FCRM), Francine NtoumiFondation Congolaise pour la Recherche MédicaleMfoutou Mapanguy Claujens Chastel; Batchi-Bouyou Armel Landry; Dr. Jean Claude Djontu; Dr. Abel Lissom; Prof. Dr. Thirumalaisamy P. Velavan; Prof. Francine Ntoumihttps://www.gisaid.org/ 9-11-2021
GH hCoV-19/France/BRE-IPP32353/2021VUM_GH_hCoV-19/France/BRE-IPP32353/2021betacoronavirusEPI_ISL_642482821-10-2021 Europe France Bretagne Vannes Europe France Bretagne genome 29733 Human 16 Female B.1.640 GH Labo Analyses MedNational Reference Center for Viruses of Respiratory Infections, Institut Pasteur, ParisMarion Barbet, Sylvie Behillil, Méline Bizard, Angela Brisebarre, Camille Capel, Vincent Enouf, Louise Lefrançois, Frédéric Lemoine, Christophe Malabat, Corinne Maufrais, Slim El Khiari, Julien Fumey, Etienne Simon-Lorière, Maud Vanpeene, Sylvie Van der Werf ,Karine Michezhttps://www.gisaid.org/18-11-2021
GH hCoV-19/France/IDF-HMN-21112080204/2021VUM_GH_hCoV-19/France/IDF-HMN-21112080204/2021betacoronavirusEPI_ISL_625409222-10-2021 Europe France Ile-de-France Europe France Ile-de-Francegenome 29741 Human 76 Male B.1.640 GH Hôpital Louis MourierDepartment of Virology, Henri Mondor University Hospital, Assistance Publique Hôpitaux de Paris, Université Paris-Est Créteil, INSERM U955Christophe Rodriguez, Slim Fourati, Vanessa Demontant, Guillaume Gricourt, Melissa N'Debi, Alexandre Soulier, Elisabeth Trawinski, Jean-Michel Pawlotskyhttps://www.gisaid.org/12-11-2021
GH hCoV-19/Italy/LAZ-IFO-10233054/2021VUM_GH_hCoV-19/Italy/LAZ-IFO-10233054/2021betacoronavirusEPI_ISL_579670823-10-2021 Europe Italy Lazio Rome Europe Italy Lazio genome 29774 Human unknown Male B.1.640 GH IRCCS San Gallicano Dermatological InstituteIRCCS Regina Elena National Cancer InstituteFrauke Goeman, Giulia Orlandi, Martina Betti, Francisco Obregon, Fabrizio Ensoli, Fulvia Pimpinelli, Maurizio Fanciulli, Giovanni Blandino, Aldo Morrone, Gennaro Cilibertohttps://www.gisaid.org/31-10-2021
GH hCoV-19/Congo/FCRM-118-A1/2021VUM_GH_hCoV-19/Congo/FCRM-118-A1/2021betacoronavirusEPI_ISL_607728823-10-2021 Africa Republic of the CongoBrazzaville Africa Republic of the CongoBrazzaville genome 29714 Human 43 Female B.1.640 GH Fondation Congolaise pour la recherche medicale (FCRM), Francine NtoumiFondation Congolaise pour la Recherche MédicaleMfoutou Mapanguy Claujens Chastel; Batchi-Bouyou Armel Landry; Dr. Jean Claude Djontu; Dr. Abel Lissom; Prof. Dr. Thirumalaisamy P. Velavan; Prof. Francine Ntoumihttps://www.gisaid.org/ 9-11-2021
GH hCoV-19/France/IDF-CERBAHC-10287496/2021VUM_GH_hCoV-19/France/IDF-CERBAHC-10287496/2021betacoronavirusEPI_ISL_592666625-10-2021 Europe France Ile-de-France Europe France Ile-de-Francegenome 29814 Human 61 Male B.1.640 GH LBM Bois de VerrieresCERBA HealthCareBénédicte Roquebert, Laura Verdurme, Sabine Trombert,  Stéphanie Haim-Boukobzahttps://www.gisaid.org/ 4-11-2021
GH hCoV-19/Congo/FCRM-120-A2/2021VUM_GH_hCoV-19/Congo/FCRM-120-A2/2021betacoronavirusEPI_ISL_607728625-10-2021 Africa Republic of the CongoBrazzaville Africa Republic of the CongoBrazzaville genome 29683 Human 35 Male B.1.640 GH Fondation Congolaise pour la recherche medicale (FCRM), Francine NtoumiFondation Congolaise pour la Recherche MédicaleMfoutou Mapanguy Claujens Chastel; Batchi-Bouyou Armel Landry; Dr. Jean Claude Djontu; Dr. Abel Lissom; Prof. Dr. Thirumalaisamy P. Velavan; Prof. Francine Ntoumihttps://www.gisaid.org/ 9-11-2021
GH hCoV-19/France/IDF-IPP31876/2021VUM_GH_hCoV-19/France/IDF-IPP31876/2021betacoronavirusEPI_ISL_631591025-10-2021 Europe France Ile-de-FranceLisses Europe France Ile-de-Francegenome 29745 Human 61 Male B.1.640 GH Labo Analyses MedNational Reference Center for Viruses of Respiratory Infections, Institut Pasteur, ParisMarion Barbet, Sylvie Behillil, Méline Bizard, Angela Brisebarre, Camille Capel, Vincent Enouf, Louise Lefrançois, Frédéric Lemoine, Christophe Malabat, Corinne Maufrais, Slim El-Khiari, Julien Fumey, Etienne Simon-Lorière, Maud Vanpeene, Sylvie Van der Werfhttps://www.gisaid.org/16-11-2021
Lambda hCoV-19/Ecuador/UEES-12976/2021VOI_Lambda_hCoV-19/Ecuador/UEES-12976/2021betacoronavirusEPI_ISL_1633555 2021 South AmericaEcuador Guayas South AmericaEcuador Guayas genome 29783 Human unknown unknown C.37 GR Omics Sciences LaboratoryOmics Sciences LaboratoryDerly Andrade Molina, Rubén Armas González, Gabriel Morey León, Darlyn Amaya, Katheryn Sacheri Viteri, Emily Sulay Saltos Montalvo, Paula Juliana Gavilanes Jarrín, Juan Carlos Fernández Cadenahttps://www.gisaid.org/ 19-4-2021
Lambda hCoV-19/Peru/LIM-INS-8425/2020VOI_Lambda_hCoV-19/Peru/LIM-INS-8425/2020betacoronavirusEPI_ISL_593493621-7-2020 South AmericaPeru Lima South AmericaPeru Lima genome 29769 Human 38 Male C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorios. Centro Nacional de Salud Publica. Instituto Nacional de Salud Peru.Laboratorio de Referencia Nacional de Virus Respiratorios. Centro Nacional de Salud Publica. Instituto Nacional de Salud Peru.Carlos Padilla Rojas, Veronica Hurtado Vela, Orson Mestanza Millones, Iris Silva Molina, Luis Barcena Flores, Sandra Morales Ruiz, Steve Acedo Lazo, Wendy Lizarraga Olivares, Victor Jimenez Vasquez, Sara Gordillo Vilchez, Nieves Sevilla Castañeda, Princesa Medrano Alhuay, Omar Caceres Rey, Marco Galarza Perez, Henri Bailon Calderon, Nancy Rojas Serrano, Priscila Lope Pari, Lely Solari Zerpa, Joseph Huayra Niquenhttps://www.gisaid.org/ 5-11-2021
Lambda hCoV-19/Argentina/INEI096534/2020VOI_Lambda_hCoV-19/Argentina/INEI096534/2020betacoronavirusEPI_ISL_21586938-11-2020 South AmericaArgentina Ciudad Autonoma de Buenos AiresSouth AmericaArgentina Ciudad Autonoma de Buenos Airesgenome 29792 Human 27 Female C.37 GR Servicio Virosis Respiratorias-Departamento Virología-INEIInstituto Nacional Enfermedades Infecciosas C.G.MalbranBaumeister E., Avaro M., Benedetti E., Russo M., Dattero ME, Pontoriero A., Cisterna D., Molina V., Perandones C., Tuduri E., Lorenzo F., Poklepovich T., Campos J.https://www.gisaid.org/ 19-5-2021
Lambda hCoV-19/Peru/LIM-INS-895/2020VOI_Lambda_hCoV-19/Peru/LIM-INS-895/2020betacoronavirusEPI_ISL_153466722-12-2020 South AmericaPeru Lima South AmericaPeru Lima genome 29496 Human 34 Female C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Biotecnología y Biología Molecular. Instituto Nacional de Salud PerúCarlos Padilla Rojas, Karolyn Vega Chozo, Luis Barcena, Priscila Lope Pari, Omar Caceres Rey, Marco Galarza Perez, Maribel Huaringa Nuñez, Johanna Balbuena Torrez, Henri Bailon Calderon, Nancy Rojas Serranohttps://www.gisaid.org/ 11-4-2021
Lambda hCoV-19/Peru/LIM-UPCH-0372/2021VOI_Lambda_hCoV-19/Peru/LIM-UPCH-0372/2021betacoronavirusEPI_ISL_1629764 1-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29744 Human unknown unknown C.37 GR Instituto de Medicina Tropical Alexander Von Humboldt, Universidad Peruana Cayetano HerediaLaboratorio de Genómica Microbiana, Universidad Peruana Cayetano HerediaLenin Maturrano, Pablo Tsukayama, Alejandra Dávila-Barclay, Guillermo Salvatierra, Luis González, Pedro E. Romero, Diego Cuicapuza, Janet Huancachoque, Pool Marcoshttps://www.gisaid.org/ 18-4-2021
Lambda hCoV-19/Peru/SAM-INS-2426/2021VOI_Lambda_hCoV-19/Peru/SAM-INS-2426/2021betacoronavirusEPI_ISL_3401609 8-1-2021 South AmericaPeru San Martin South AmericaPeru San Martin genome 29791 Human 22 Male C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorios. Centro Nacional de Salud Publica. Instituto Nacional de Salud Peru.Laboratorio de Referencia Nacional de Virus Respiratorios. Centro Nacional de Salud Publica. Instituto Nacional de Salud Peru.Carlos Padilla Rojas, Veronica Hurtado Vela, Orson Mestanza Millones, Iris Silva Molina, Luis Barcena Flores, Sandra Morales Ruiz, Steve Acedo Lazo, Wendy Lizarraga Olivares, Victor Jimenez Vasquez, Sara Gordillo Vilchez, Nieves Sevilla Castañeda, Princesa Medrano Alhuay, Omar Caceres Rey, Marco Galarza Perez, Henri Bailon Calderon, Nancy Rojas Serrano, Priscila Lope Pari, Lely Solari Zerpa, Joseph Huayra Niquenhttps://www.gisaid.org/ 14-8-2021
Lambda hCoV-19/Peru/SAM-INS-2421/2021VOI_Lambda_hCoV-19/Peru/SAM-INS-2421/2021betacoronavirusEPI_ISL_3401604 9-1-2021 South AmericaPeru San Martin South AmericaPeru San Martin genome 29786 Human 25 Male C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorios. Centro Nacional de Salud Publica. Instituto Nacional de Salud Peru.Laboratorio de Referencia Nacional de Virus Respiratorios. Centro Nacional de Salud Publica. Instituto Nacional de Salud Peru.Carlos Padilla Rojas, Veronica Hurtado Vela, Orson Mestanza Millones, Iris Silva Molina, Luis Barcena Flores, Sandra Morales Ruiz, Steve Acedo Lazo, Wendy Lizarraga Olivares, Victor Jimenez Vasquez, Sara Gordillo Vilchez, Nieves Sevilla Castañeda, Princesa Medrano Alhuay, Omar Caceres Rey, Marco Galarza Perez, Henri Bailon Calderon, Nancy Rojas Serrano, Priscila Lope Pari, Lely Solari Zerpa, Joseph Huayra Niquenhttps://www.gisaid.org/ 14-8-2021
Lambda hCoV-19/Peru/SAM-INS-2419/2021VOI_Lambda_hCoV-19/Peru/SAM-INS-2419/2021betacoronavirusEPI_ISL_340160211-1-2021 South AmericaPeru San Martin South AmericaPeru San Martin genome 29783 Human 40 Female C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorios. Centro Nacional de Salud Publica. Instituto Nacional de Salud Peru.Laboratorio de Referencia Nacional de Virus Respiratorios. Centro Nacional de Salud Publica. Instituto Nacional de Salud Peru.Carlos Padilla Rojas, Veronica Hurtado Vela, Orson Mestanza Millones, Iris Silva Molina, Luis Barcena Flores, Sandra Morales Ruiz, Steve Acedo Lazo, Wendy Lizarraga Olivares, Victor Jimenez Vasquez, Sara Gordillo Vilchez, Nieves Sevilla Castañeda, Princesa Medrano Alhuay, Omar Caceres Rey, Marco Galarza Perez, Henri Bailon Calderon, Nancy Rojas Serrano, Priscila Lope Pari, Lely Solari Zerpa, Joseph Huayra Niquenhttps://www.gisaid.org/ 14-8-2021
Lambda hCoV-19/Peru/LIM-INS-731/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-731/2021betacoronavirusEPI_ISL_113841312-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29496 Human 47 Female C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Biotecnología y Biología Molecular. Instituto Nacional de Salud PerúCarlos Padilla Rojas, Karolyn Vega Chozo, Luis Barcena, Priscila Lope Pari, Omar Caceres Rey, Marco Galarza Perez, Maribel Huaringa Nuñez, Johanna Balbuena Torrez, Henri Bailon Calderon, Nancy Rojas Serranohttps://www.gisaid.org/ 4-3-2021
Lambda hCoV-19/Peru/LIM-INS-734/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-734/2021betacoronavirusEPI_ISL_113841612-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29496 Human 38 Female C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Biotecnología y Biología Molecular. Instituto Nacional de Salud PerúCarlos Padilla Rojas, Karolyn Vega Chozo, Luis Barcena, Priscila Lope Pari, Omar Caceres Rey, Marco Galarza Perez, Maribel Huaringa Nuñez, Johanna Balbuena Torrez, Henri Bailon Calderon, Nancy Rojas Serranohttps://www.gisaid.org/ 4-3-2021
Lambda hCoV-19/Peru/LIM-INS-737/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-737/2021betacoronavirusEPI_ISL_113841812-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29496 Human 74 Female C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Biotecnología y Biología Molecular. Instituto Nacional de Salud PerúCarlos Padilla Rojas, Karolyn Vega Chozo, Luis Barcena, Priscila Lope Pari, Omar Caceres Rey, Marco Galarza Perez, Maribel Huaringa Nuñez, Johanna Balbuena Torrez, Henri Bailon Calderon, Nancy Rojas Serranohttps://www.gisaid.org/ 4-3-2021
Lambda hCoV-19/Peru/CAL-INS-670/2021VOI_Lambda_hCoV-19/Peru/CAL-INS-670/2021betacoronavirusEPI_ISL_111113017-1-2021 South AmericaPeru Callao South AmericaPeru Callao genome 29901 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-418/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-418/2021betacoronavirusEPI_ISL_111131617-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29890 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-419/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-419/2021betacoronavirusEPI_ISL_111131717-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29901 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-420/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-420/2021betacoronavirusEPI_ISL_111131817-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29898 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-421/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-421/2021betacoronavirusEPI_ISL_111131917-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29895 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-423/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-423/2021betacoronavirusEPI_ISL_111132117-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29899 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-424/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-424/2021betacoronavirusEPI_ISL_111132217-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29863 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-430/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-430/2021betacoronavirusEPI_ISL_111132817-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29895 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-433/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-433/2021betacoronavirusEPI_ISL_111133117-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29901 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-434/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-434/2021betacoronavirusEPI_ISL_111133217-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29887 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-436/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-436/2021betacoronavirusEPI_ISL_111133417-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29901 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-437/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-437/2021betacoronavirusEPI_ISL_111133517-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29874 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/LIM-INS-443/2021VOI_Lambda_hCoV-19/Peru/LIM-INS-443/2021betacoronavirusEPI_ISL_111134117-1-2021 South AmericaPeru Lima South AmericaPeru Lima genome 29901 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
Lambda hCoV-19/Peru/CAL-INS-668/2021VOI_Lambda_hCoV-19/Peru/CAL-INS-668/2021betacoronavirusEPI_ISL_111112818-1-2021 South AmericaPeru Callao South AmericaPeru Callao genome 29888 Human unknown unknown C.37 GR Laboratorio de Referencia Nacional de Virus Respiratorio. Instituto Nacional de Salud PerúLaboratorio de Referencia Nacional de Enteropatógenos. Instituto Nacional de Salud del PerúRonnie Gavilan Chavez, Junior Caro Castro, Willi Quino Sifuentes, Veronica Hurtado Vela, Iris Silva Molina, Fiorella Orellana Peraltahttps://www.gisaid.org/ 1-3-2021
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Table 2: Genomic region wise mutational count of the omicron isolates by taking reference sequence NC_045512.2
Genomic region Mutational count Annotation
5'UTR 309 5' Untranslated region
NSP1 5
NSP2 31
NSP3 1572
NSP4 325
NSP5 317
NSP6 595
NSP7 0
NSP8 2
NSP9 9
NSP10 301
NSP11 0
NSP12a 0
NSP12b 632
NSP13 14
NSP14 319
NSP15 6
NSP16 14
S 10658 Spike
ORF3a 313 ORF3a protein
E 296 Envelope
M 850 Membrane
ORF6 303 ORF6 protein
ORF7a 2 ORF7a protein
ORF7b 311 ORF7b protein
ORF8 4 ORF8 protein
N 823 Nucleocapsid protein
ORF10 1 ORF10 protein
3'UTR 249 3' Untranslated region

RNA dependent RNA polymerase
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Table 3: Top mutations (>185 count) in omicron variant as compared to the reference sequence NC_045512.2
annotationprotein variant varclass Count refpos refvar qvar qpos qlength
Spike S A67 deletion_frameshift575 21762 C . 21483 29387
Predicted phosphoesterase, papain-like proteinaseNSP3 A1892T SNP 302 8393 G A 8124 29387
Transmembrane proteinNSP6 I189V SNP 302 11537 A G 11259 29387
RNA-dependent RNA polymerase, post-ribosomal frameshiftNSP12b P314L SNP 302 14408 C T 14130 29387
Spike S T547K SNP 302 23202 C A 22915 29387
Spike S D614G SNP 302 23403 A G 23116 29387
Spike S H655Y SNP 302 23525 C T 23238 29387
ORF6 proteinORF6 M19M SNP_silent 302 27259 A C 26972 29387
Predicted phosphoesterase, papain-like proteinaseNSP3 K38R SNP 301 2832 A G 2566 29387
Spike S N679K SNP 301 23599 T G 23312 29387
Transmembrane proteinNSP4 T492I SNP 301 10029 C T 9760 29378
Nucleocapsid proteinN RG203K* SNP 301 28881 GGG AAT 28806 29693
Growth-factor-like proteinNSP10 V57V SNP_silent 300 13195 T C 12917 29387
Spike S P681H SNP 300 23604 C A 23317 29387
Spike S D796Y SNP 300 23948 G T 23661 29387
Spike S N856K SNP 300 24130 C A 23843 29387
Spike S Q954H SNP 300 24424 A T 24137 29387
Nucleocapsid proteinN RG203KR SNP 300 28881 GGG AAC 28594 29387
RNA-dependent RNA polymerase, post-ribosomal frameshiftNSP12b N591N SNP_silent 298 15240 C T 14962 29387
Spike S T95I SNP 298 21846 C T 21562 29387
Predicted phosphoesterase, papain-like proteinaseNSP3 F106F SNP_silent 297 3037 C T 2771 29387
Spike S G339D SNP 297 22578 G A 22291 29387
ORF3a proteinORF3a T64T SNP_silent 297 25584 C T 25297 29387
NA 5'UTR 241 extragenic 297 241 C T 187 29693
3C-like proteinaseNSP5 P132H SNP 296 10449 C A 10180 29387
3'-to-5' exonucleaseNSP14 I42V SNP 296 18163 A G 17885 29387
Envelope E T9I SNP 296 26270 C T 25983 29387
ORF7b proteinORF7b L17L SNP_silent 296 27807 C T 27520 29387
Spike S N969K SNP 294 24469 T A 24182 29387
Predicted phosphoesterase, papain-like proteinaseNSP3 A889A SNP_silent 293 5386 T G 5120 29387
Spike S L981F SNP 292 24503 C T 24216 29387
Spike S D1146D SNP_silent 292 25000 C T 24713 29387
MembraneM A63T SNP 289 26709 G A 26422 29387
Predicted phosphoesterase, papain-like proteinaseNSP3 S1265 deletion 288 6513 GTT . 6246 29387
Transmembrane proteinNSP6 L105 deletion 287 11286 TGTCTGGTT. 11016 29387
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Spike S I68 deletion_frameshift287 21767 CATG . 21486 29387
Spike S E484A SNP 284 23013 A C 22726 29387
Spike S S477N SNP 283 22992 G A 22705 29387
Spike S T478K SNP 283 22995 C A 22708 29387
Spike S Q493R SNP 282 23040 A G 22753 29387
Spike S Q498R SNP 281 23055 A G 22768 29387
Spike S N501Y SNP 281 23063 A T 22776 29387
Spike S G496S SNP 280 23048 G A 22761 29387
Spike S Y505H SNP 277 23075 T C 22788 29387
MembraneM D3G SNP 275 26530 A G 26243 29387
MembraneM Q19E SNP 272 26577 C G 26290 29387
Spike S S371L SNP 270 22673 TC CT 22386 29387
Spike S S373P SNP 270 22679 T C 22392 29387
Spike S G142 deletion 260 21987 GTGTTTATT. 21702 29387
Spike S S375F SNP 260 22686 C T 22399 29387
ORF7b proteinORF7b E3* SNP_stop 253 27762 G T 27687 29752
Spike S I210 insertion_frameshift243 22193 . T 21901 29387
Spike S R214 insertion_frameshift243 22203 . A 21916 29387
Spike S R214R SNP_silent 243 22204 T A 21917 29387
Nucleocapsid proteinN E31 deletion 243 28362 GAGAACGCA. 28074 29378
Spike S L212* SNP_stop 243 22197 T G 22118 29749
Spike S N211K SNP 242 22195 T G 21903 29387
Spike S L212C SNP 242 22197 TA GC 21905 29387
Spike S S214 insertion 242 22201 . AGC 21910 29387
Spike S V213 insertion_frameshift242 22202 . A 21914 29387
NA 3'UTR 28271 extragenic 242 28271 A T 27984 29378
Nucleocapsid proteinN P13L SNP 241 28311 C T 28024 29378
Spike S N764K SNP 234 23854 C A 23567 29387
Spike S G446S SNP 203 22898 G A 22611 29387
Spike S N440K SNP 199 22882 T G 22595 29387
Spike S K417N SNP 183 22813 G T 22526 29387
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