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Normal conditions
NAD* regeneration and ATP synthesis
TMBIMS limits AFG3L2 activity
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NAD* regeneration but low ATP synthesis
TMBIMS activation counteracts hyperpolarization

AFG3L2 degrades TMBIMS
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Persistent hyperpolarization
Low NAD* regeneration and ATP synthesis
AFG3L2 degrades complex | to counteracts hyperpolarization
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