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Tekko et al.

C$&/-#'J: &'() expression in interlimb somites. A-E. &'() expression in E10.5 wild
type (A, E), "#$% $7%(/$%((B) and -;(<-= &'() transgenic (C, D) embryos. Arrows
indicate expression at limb levels and arrowheads indicate the interlimb area. D shows
a close up of the interlimb area of the -;(<-= &'() transgenic to illustrate the absence
of migratory activity of &'() -expressing cells. E shows a close up of the hindlimb of a
wild type embryo to illustrate the migration of &'() -positive cells into the limb bud. F-
H. Dissected rib cages of E18.5 wild type and -;(<-= &'() transgenic fetuses to
illustrate two examples of distal rib fusions in the transgenics. I-L. Close ups of
interlimb somites of E10.5 wild type (I, K) and -;(<-= &'() transgenic (J, L) embryos
stained for -;( < (I, J) or @64(A7)(K, L). The arrows indicate the distal end of the
developing somite.
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Table 1
RNA targets | CCGCACCAAGGTCAGTCTCG
g 9 TAGAACAGGTATATAAACGA
My targeting GGCGCATTGCTGCGGGGTTTCTCTGACTTGTTTTCTCTTTG
<<DNA CTTCTGTTTTCCTCTTCTCCCAGCCCCGACGATGGCTGTTT
GTGGGGAGGCTAAGGACCGTTTTGTGCTCCAGATTACCCT
GACAGACAGACAGACAGA
RNA targets | .CAGCACATGCTAACAGCCCA
9 9 CAAGCAATCCAAGCTGGACA
My75™ targeting AGGGCACCACAAGCAAGCCTGTCTGCGTGGGGATGGTTTT
<<DNA CTGAAAGCACTTTTCTCCTTGGGCTGTTAGATAAAAGCTCC
GTGTCCAGCTTGGATTGCTTGTCCAGCATTGTGGATCGGAT
CACGTCTACAGAGCCATC
5% ganoivei Fwd: TTTCAGAGGGCTGTGGTGTTG
yf5'** genotyping  "p o GTGCTTTCAGAAAACCATCCCC
My757% genotyping W0 ATGCGGTCAAAGGTGCTGAC
9enolyPINg I"Rev: GGGAAGCTGTGTCCTGAAGAG
Pax3Pr-Lbx1 Fwd AGGTCAGCGTCCTGCAGGCAG
genotyping Rev CAGCGCCACGATGTCCATCTG
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