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Fig. 5: Temporal resolved QELT and DMI. The top rows (A) show the 1H amplitudes for Glu4, Gln4, Glx3, and Glx2 measured 

with QELT and the 2H amplitudes of deuterated water, Glc6, Glx4, and Lac3 measured with DMI of all volunteers (n = 6). 

The last row (B) shows the difference spectra for DMI and QELT averaged over all volunteers (n = 6). 
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Fig. 6: Comparison of the Glx4 concentration changes and model input concentrations and fractional enrichments. Shown 

are the mean changes in Glx4 due to 2H labeling measured with DMI and QELT averaged across all volunteers (n = 6, A). 

As a visual aid, a curve was fitted to both plots (𝐹(𝑡) = 𝐴𝑀 − (𝐴𝑀 − 𝐴0) · exp⁡(−𝑘⁡ · ⁡𝑡) see Rich et al.3). A correlation plot 

as well as a Bland-Altman is presented to compare the Glx4 concentration changes measured with QELT and DMI. The 

lower rows (B) show the input concentration changes and fractional enrichment (FE) for Glc, Glx4, Lac, Glu4, and Gln4. All 

concentrations and fractional enrichments are corrected for 2H-label label loss according to de Graaf et al.22 The 

concentration changes and FE used in the model are labeled by boxes. Glu6 was used as driver data (purple) and Glx4, 

Lac3, Gln4, and Glu4 as target data (orange). 
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