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Free-living Lifestyle

WGD / Autopolyploidization

(Null hypothesis)

K Broad driver of adaptation for demanding,
fluctuating external environment

+ Divergence in broad metabolic pathways
related to cell cycle, amino acid biosynthesis,
nitrogen metabolism, glutamine and glutamate
cycling, and beta-alanine metabolism

+ Ohnolog-pair divergence in nutrient
transport and uptake, transcription
meraction with - rggulation, redox signaling, and

environment
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Symbiotic Lifestyle
(Alternative hypothesis)

K Focused driver of adaptation in central \

symbiotic functions

* Divergence of key metabolic pathways
such as glycolysis/gluconeogenesis,
glutathione metabolism, inositol
phosphate metabolism, and

photorespiration

* Ohnolog-pair divergence in cell
surface proteins, ankyrin repeats, e
\ and tetratricopeptide repeats
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Fig. 3. Model of how free-living and symbiotic lifestyles influenced a facultative symbiont’s

evolution after WGD.
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