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Supplementary Table 1. Saccharomyces cerevisiae strains used in this study 
Name Genotype 
YYM1 MATa 
YYM78 MATa, dsk2Δ::kanMX 

YYM80 MATa, mrt4Δ::kanMX 

YYM82 MATa, tif2Δ::kanMX 
YYM84 MATa, suv3Δ::kanMX 
YYM86 MATa, sap185Δ::kanMX 

YYM88 MATa, dom34Δ::kanMX 

YYM90 MATa, tom1Δ::kanMX 

YYM92 MATa, paf1Δ::kanMX 

YYM94 MATa, tif4631Δ::kanMX 

YYM96 MATa, sch9Δ::kanMX 

YYM98 MATa, rei1Δ::kanMX 

YYM100 MATa, hxk2Δ::kanMX 

YYM102 MATa, rrd2Δ::kanMX 

YYM104 MATa, spt4Δ::kanMX 

YYM151 MATa, bmh2Δ::kanMX 

YYM152 MATa, tma19Δ::kanMX 

YYM153 MATa, bud8Δ::kanMX 

YYM154 MATa, dbp3Δ::kanMX 

YYM155 MATa, rai1Δ::kanMX 

YYM156 MATa, sap155Δ::kanMX 

YYM157 MATa, irc21Δ::kanMX 

YYM158 MATa, rim1Δ::kanMX 

YYM161 MATa, cka2Δ::kanMX 

YYM162 MATa, kip2Δ::kanMX 

YYM164 MATa, rad34Δ::kanMX 

YYM166 MATa, tor1Δ::kanMX 

YYM167 MATa, rts1Δ::kanMX 

YYM168 MATa, rph1Δ::kanMX 

YYM169 MATa, rec8Δ::kanMX 

YYM170 MATa, isw2Δ::kanMX 

YYM111 MATa, fob1::hphMX 

YYM172 MATa, sir2::hphMX 

YYM173 MATa, spt4Δ::kanMX, fob1::hphMX 

YYM174 MATa, spt4Δ::kanMX, sir2::hphMX 

YYM5 MATa, NatNT2-ADH1p-FOB1 

YYM105 MATa, NatNT2-ADH1p-FOB1, spt4Δ::kanMX 

YYM20 MATa, FOB1-3HA-TRP1 

YYM15 MATa, NatNT2-ADH1p-FOB1-3HA-TRP1 
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YYM137 MATa, E-proΔ::GAL1/10-URA3, spt4Δ::kanMX  

YYM142 MATa, SPT4-3HA-TRP1 

YYM163 MATa, SIR2-3HA-TRP1 

YYM179 MATa, SIR2-3HA-TRP1, spt4Δ::kanMX 

TAK204 MATa, E-proΔ::GAL1/10-URA3 

DAS540 MATa, spt5-C292R 

DAS541 MATa, spt5-S324P, E427K 
All strains are derivatives of W303, which is ade2-1, ura3-1, his3-11, 15, trp1-1, leu2-3, 112, can1-
100. TAK204 is used in a previous study (Kobayashi and Ganley, 2005). DAS540 and DAS541 are a 
kind gift of David Schneider (Anderson et al., 2011). 
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