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Figure S4, related to Figure 1 and 2: pak7 modulates WNT/B-catenin signaling to
pattern the AP axis. (A) Maximum intensity projections of immunostainings showing
the cephalic ganglia, ventral nerve cods and photoreceptors in 14 dpa trunk fragments.
(B) Maximum intensity projections of ventral third of the animals showing body wall
musculature marked by 6GC10 antibody at 14 dpa. Area marked by red box is zoomed
in and shows the formation of supernumerary mouth opening (C) Regenerated trunk
fragments with expression of the anterior marker sfrp-1 and DAPI staining in the same
animals highlighting cephalic ganglia and ventral nerve cords. (D) Live animal images at
16 dpa showing posterior regeneration in double RNAI conditions and quantification of

phenotypes in the plot on the right. Scale bar: 200 um.
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Figure S5, related to Figure 3 and 4: ML axis patterning by pak1 is independent of
WNT/B-catenin signaling and is synergistic with wnt5. (A) Maximum intensity
projections of the ventral third of the animals showing expression of slit in 14 dpa trunk
fragments. Areas marked by red are zoomed in the top row. (B) Live animal images of

16 dpa trunk fragments and quantification of phenotypes at both anterior and posterior

wounds. Scale bar: 200 um.
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Figure S6, related to Figure 5: mer(RNAI) restores appropriate body proportions
during anterior regeneration in pak71(RNAi) animals, but fails to rescue posterior
regeneration. (A) Live animal images showing posterior regeneration (top row) and
anterior regeneration (bottom row) at 14 dpa. Frequencies of regeneration phenotypes
observed in the RNAI conditions are shown in the plots on the right side. (B) Live animal
images of tail fragments at 14-16 dpa showing occurrences of rare phenotypes (red
arrow). (C) Live animal images at 14 dpa of head fragments regenerating tails.
Regeneration phenotypes observed in the double RNAI conditions are quantified in the
plot to the right. (D) Maximum intensity projection images showing secretory cells
marked by mag1 in 14 dpa trunk fragments. (E) Maximum intensity projections of DAPI
stained tail fragments at 14 dpa. Plot showing the ratio of tail length to body length. p-

value is calculated from two-tailed Student’s t-Test. Scale bar: 200 um.
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