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Figure 4. Maximum likelihood trees of putative sulfate transporter, suggesting recent gene origins 
from Viridiplantae. The ultrafast bootstrap support of IQ-TREE2 is shown at each internal node; 
only values ≥70% are shown. Unit of branch length is the number of substitutions per site. 
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Figure 5. Maximum likelihood protein tree showing vertical inheritance and gene expansion among 
dinoflagellates, with distinct clades containing a transmembrane protein, the autophagy-related 
protein 18a, and the pentatricopeptide repeat-containing protein, GUN1. The ultrafast bootstrap 
support of IQ-TREE2 is shown at each internal node; only values ≥70% are shown. Unit of branch 
length is the number of substitutions per site.
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