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Extended Data Fig. 5: HSC cell type identification from in vivo aging and parabiosis single-
cell RNAseq datasets 
a-d, Feature plots of gene expression values in single cells in mouse bone marrow for the HSC 
marker genes Kit (a), Hlf (b), Mecom (c), and Procr (d) from a published single-cell RNAseq 
dataset31. e, Annotations of mouse bone marrow single cell RNA-seq data based on marker 
genes. Only the cluster annotated ‘HSC’ was used for DEG analysis in young, aged, and 
parabiosis mice in Fig. 4.  
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