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Figure 5. Visualization of the SC graph, in matrix form (left) and as a graph showing the strongest 5% of connections. Node
positions are computed with Fruchterman and Reingold's [57] algorithm, which assumes stronger forces between tightly
connected nodes. Besides the high degree of symmetry, we can observe the laterality is kept in the graph structure (also for
subcortical regions). Node size linearly represents the graph theoretical measure of structural degree for each node. As we can
see, the most important hubs are in the subcortical regions.
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Figure 6. Excitatory and inhibitory mean ring rates as a function of the Ahibitory scaling§Ab, with all the other

parameters of the model at the (averaged) tted optimum values. For the purpose of clarity, the horizontal axis for the scaling
has been taken as absolute values, to illustrate the behavior with incredsiogds. The vertical axis shows the ring rates of

both excitatory and inhibitory populations. It can be clearly seen that the net effect of the burden is to increase the overall
region ring rate, measured at the excitatory population. For the sake of clarity, the inhibitory ring rate has been vertically
inverted (negated) to show their decreased effect on the excitatory population, thus con rming previous ndings [21]. The
vertical discontinuous line shows the optimum foundsl'A)J.



