
Figure 4. Boxplots comparing the strain level values for trios and pairs for A) the survival rate 
and B) the whole litter loss rate. Lines connect the trio and pair values for each strain, and 
points are sized by the number of samples in that comparison. All comparisons are significant at 
P < 0.05. Boxplots comparing the survival rate (C) and whole litter loss rate (D) between trio and 
pair breeding configurations stratified by the presence of an overlapping litter.  
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Supplementary Table 1.  
The heritabilities of each trait were calculated independently for each breeding configuration as 
well as for 1,000 replicates of trio-pair divergence values (mean ± standard deviation with 
minimum and maximum values)  

Trio Pair Divergence 
Litters per Cross 0.27 0.20 0.137 ± 0.009 (0.108, 0.167) 
Pups per Cross 0.35 0.21 0.165 ± 0.010 (0.132, 0.207) 
Whole Litter Loss Rate 0.21 0.11 0.084 ± 0.008 (0.061, 0.114) 
Interbirth Interval 0.05 0.02 0.130 ± 0.014 (0.097, 0.185) 
Litter Size at Birth 0.34 0.30 0.094 ± 0.008 (0.074, 0.124) 
Litter Size at Wean 0.34 0.26 0.115 ± 0.009 (0.089, 0.150) 
Survival to Weaning 0.22 0.17 0.098 ± 0.008 (0.076, 0.125) 
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Supplementary Figure 1. QTL mapping results for the trio-pair differential in various reproductive 
fitness traits. A LOD score of six is indicated with a green horizontal line, with suggestive peaks 
crossing that line present for the trio-pair difference in interbirth interval, liters per cross, and the 
probability of a non-productive cross. The black dotted and solid lines indicate the permutation-
based LOD score cutoff of P<0.05 on the autosomes and sex chromosomes, respectively.
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