






Supplementary Figures
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Suppl. Figure S1: Expression values for six selected genes in the control and panobinostat treated
condition. Fig. 2H shows the cell-wise differential expression values inferred by LEMUR. The expression
was brought to a common scale across genes by dividing the expression values by their 99% quantile.
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(A) Oligodendrocyte marker expression
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(B) Macrophage marker expression

Suppl. Figure S2: Expression patterns of selected marker genes on the UMAP of Z ′ for (A) oligodendro-
cytes and (B) macrophages. The gene sets are based on manual curation and the top marker according
to the CZ CELLxGENE cell type annotations (Chanzuckerberg Initiative, 2023). The expression was
brought to a common scale across genes by dividing the expression values by their 99% quantile.
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Suppl. Figure S3: Number of cells per patient in the ARPC1B and the HIST3H2A differential expression
neighborhood (A) and the TCEAL2 and TRIM47 differential expression neighborhood (B).
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(A) Symmetric positive definite matrix (SPD)
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(B) Rotation matrix
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(C) Combination of SPD and rotation matrix

Suppl. Figure S4: Visualization of the effect of a symmetric positive definite (SPD) matrix (A), rotation
matrix (B), and their combination (C) on a two-dimensional point cloud.
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Suppl. Table S1: Overview of the glioblastoma patients.

Patient ID Conditon Age Gender Tumor location # Cells

PW030 0.2 uM panobinostat 65 M right parietal 7118

PW030 vehicle (DMSO) 65 M right parietal 14478

PW032 0.2 uM panobinostat 61 M left frontal 1401

PW032 vehicle (DMSO) 61 M left frontal 1491

PW034 0.2 uM panobinostat 68 F left parieto-occipital 2679

PW034 vehicle (DMSO) 68 F left parieto-occipital 7782

PW036 0.2 uM panobinostat 56 M right temporal 3096

PW036 vehicle (DMSO) 56 M right temporal 6749

PW040 0.2 uM panobinostat 69 M right temporal 1987

PW040 vehicle (DMSO) 69 M right temporal 1119
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