






Figure S4.

Figure S4. Network analysis of prey clusters. STRING network analysis of the prey clusters identi�ed from hierarchical
clustering of the desmosomal proximitome (Fig. 4). Nodes of bait proteins are colour codes with Pkp2a* in red, Dsc2a* in
yellow and PG* (merged PG-N* and PG-C*) in blue. Edges indicate protein-protein interactions: solid dark grey lines indicate
a STRING score� 0:07 ; solid light grey lines a STRING score below 0.7 and dotted lines BioID proximity with a BDFR
� 0:05presented in this study (blue = adhesion independent, green = Ca2+-dependent, magenta = hyper-adhesive).
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