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Fig. S8. Analysis of ligand-receptor interactions.
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(A) Heatmap of significant ligand-receptor pairs in WT. (B) Heatmap of significant
ligand-receptor pairs in mdx mice. (C) Heatmap of significant ligand-receptor pairs in
mdx with deflazacort injection. Numeric labels denote different cell types: 0 - Type Il
muscle, 1 - Type | muscle, 2 - Fibro-adipogenic progenitors (FAP), 3 - Satellite cells, 4 -
Myeloid cells, 5 - Endothelial cells (EC), 6 - Lymphoid cells, 7 - Pericytes, 8 - Lymphatic

endothelial cells (lymphEC), 9 - Adipocytes, 10 - Mast cells.
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Fig. S9. Heatmap of pseudotemporal ordering of satellite and muscle cells along a

path towards a differentiated state.

(A) Heatmap and plot of log-transformed counts and the fitted values of wild type (WT),

D2-mdx, D2-mdx with GSK126 (GP) injection.
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Fig. S10. Spatial map of human muscle tissues using MERFISH.

(A) Spatial expression of FAP (CCDC102B, COL4A1, COL4A2, LAMA4, NRXNT)
markers, muscle markers (ANKRD1, ERBIN, PFKFB3, PLIN5, TTN, WNK2, XIRP2),
and fibrosis marker COL1A1. (B) Co-expression map of muscle markers and fibrosis

marker. (C) Co-expression map of FAP and fibrosis marker.
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Fig. S11. EZH2 ChIP-seq peak locus on PAX7.
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Fig. S12. Heatmap of gene expression patterns related to TCA cycle in myeloid

cells by the addition of deflazacort and EZH2 inhibitor.
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Table S1. Information of study participants.

Steroid Used for Visium/
Se Ag treatmen Biopsy MERFISH
Sample x e Mutation t area analysis
Healthy
1 M 16 - No Quad Yes/Yes
Healthy
2 M 3 - No Quad No/Yes
Healthy
3 M 3 - No Abdomen  No/No
Healthy
4 F 5 - No Abdomen  No/No
Healthy
5 M 10 - No Abdomen  No/No
BMD1 M 13 p.Ser1273X No Quad No/No
p.Glu2147_GIn2171d
BMD2 M 4 el No Quad No/No
BMD3 M 7 exon 30-42 deletion No Quad No/No
DMD1 M 17 p.Arg195X No Quad No/No
DMD2 M 5 p.GIn423* No Quad Yes/Yes
DMD3 M 5 p.His3299GInfs*15 No Quad Yes/Yes
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Table S2. Genes denoting each cell type.

Organism Cell type Marker gene used

Human Type Il muscles MYH1, MYH2
Human Type | muscles MYH7
Human FAP PDGFRA
Human Satellite PAX7
Immune cells PTPRC, CD14, CD163, C1QA,
Human (myeloid) S100A8
Human EC PECAM1
Immune cells
Human (lymphoid) IL7R, PTPRC, NKG7, PRF1
Human Pericyte PDGFRB
Human LymphEC TFF3
Human Adipocyte PLIN1, ADIPOQ
Human Mast cells TPSB2
Mouse FAP Pdgfra
Mouse Myofiber Myh1, Myh2, Myh7
Immune cells
Mouse (myeloid) Ptprc, Cd14, F13a1, Clec10a
Immune cells
Mouse (lymphoid) Ptprc, Cd79a
Mouse EC Pecam1
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Mouse Satellite Pax7

Mouse Adipocyte Adipoq
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Data S1. Differentially expressed genes in human and mouse (separate file).

Data S2. FibroNest analysis terms (separate file).

21


https://doi.org/10.1101/2024.08.22.609220
http://creativecommons.org/licenses/by-nc-nd/4.0/

