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Figure 5—figure supplement 3. Tests to determine the regenerative potential of eyes in
ndk(RNAI) animals

Animals were fed ndk dsRNA 6 times over 2 weeks then decapitated and regenerating head
fragments scored 21 days later for ectopic eyes (15/31). Animals displaying this phenotype
were selected for eye resection to remove either an original anterior eye or a supernumerary
posterior eye. Removal of the anterior eye resulted in regeneration (5/5 animals), while regen-
eration was not observed after removal of posterior eyes (7/7).
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Figure 6—figure supplement 1. Expression of positional control genes is modified early
during remodeling.

WISH to detect expression of five different positional control genes in a timeseries during the
regeneration of head fragments (zic-1, wnt2-1, ndl-2, ndl-3 and wntP-2). At d4 of regeneration,
positional control gene expression domains have altered but not yet acquired their final distribu-
tions. For example, zic-1 expression appears overly reduced compared to 12 days of regen-
eration, and wnt2-1, ndl-2, and ndl-3 expression occupies too much of the axis, and the wntP-2
expression axis has not yet resolved. These observations suggest that early in regeneration,
positional control genes are mispositioned with respect to pre-existing tissues. All images repre-
sentative of at least n=4 animals per timepoint and condition. Bars, 300 microns.



