

















bioRxiv preprint doi: https://doi.org/10.1101/296970; this version posted April 26, 2018. The copyright holder for this preprint (which was
not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in perpetuity. It is made
available under aCC-BY-NC-ND 4.0 International license.

Figure 6 Species recompiled for analysis by SPORTS1.0
The 68 species and their respective reference database included in SPORTS1.0 precompiled

for analysis.
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Supplementary materials

Figure S1 The mouse sperm tsRNA mapping results against tRNA loci revealed by
SPORTS1.0

Mapping result for each annotated tsSRNA was provided.

Figure S2 The mouse bone marrow cell tSRNA mapping results against tRNA loci
revealed by SPORTS1.0

Mapping result for each annotated tsSRNA was provided.

Figure S3 The mouse intestinal epithelial cell tsSRNA mapping results against tRNA loci
revealed by SPORTS1.0
Mapping result for each annotated tsSRNA was provided.

Table S1  The list of 68 species and their respective reference database that are

precompiled in SPORTS1.0 ready for analyses

Table S2  Example output of SPORTS1.0 which includes annotation for each sequence
(A), length distribution information (B) and expression level of each annotated category

(C) for dataset GSM 2304822
Table S3 Example output of SPORTS1.0 for SRNA sequence mismatch analysis for

dataset GSM2304822 under the alignment criteria of mismatch <1 (A),<2 (B),and <3
©)
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