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Figure S7. 2D scatter-plots showing distribution of gene expression and DNA replication
timing relative to speckle-lamin TSA-Seq axis. (A) Protein-coding expressed genes are

divided into 10 deciles according to their expression level. Each gene expression decile is
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plotted in its own 2D lamin B versus SON TSA-Seq percentile scatter-plot, with genes in this
decile appearing as colored dots; all other expressed genes appear as grey dots. Projections are
shown on top and right sides. Increasing expression deciles are plotted left to right and top to
bottom. As expression levels increase, gene location is skewed increasingly closer to speckles (x
axis, higher SON TSA-Seq percentiles) and further from the lamina (y-axis, lower lamin B TSA-
Seq percentiles). With the highest expression decile, there is a skewing or bias towards
disproportionally higher SON TSA-Seq percentiles for regions far from the nuclear lamina and
close to speckles (80-100% SON TSA-Seq percentile, 0-20% lamin B TSA-Seq percentile). (B)
6 DNA replication timing groups are plotted separately in 2D lamin B versus SON TSA-Seq
percentile scatter-plots. Each dot represents a 300 kb bin. DNA replication timing shifts
progressively along the speckle-lamina axis with late replicating regions concentrated in areas
near the lamina but far from speckles, and early replicating regions concentrated in areas near
speckles but far from the lamina. Red ellipses show the slight skewing of earlier replicating
regions towards disproportionally higher SON TSA-Seq percentiles and intermediate replicating

regions towards lower lamin B TSA-Seq percentiles.
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