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Fig. 1. Map of the sampled specimens. The size of the points indicates the number of samples 904 
collected in each locality.  905 
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 906 

Fig. 2. Detected plant species that are informative of migration: a) Pies showing classified 907 
percentages of plants per order, insect pollinated and presence in Africa and at sampling sites. 908 
Barplots show number of informative plants per specimen. Pies and barplots are shown for all 909 
samples together and for two migratory waves (Catalonia and Andalusia) independently. b) 910 
Additive extent of occurrences for informative plants detected in Catalonia and Andalusia 911 
migrants. Higher red intensity indicates higher probability of plant overlap). 48h backward 912 
wind trajectories at three altitudes (500m, 1000m and 1500 m agl) are shown (colour lines) 913 
for the specific dates of observed peaks of migration (April 27th – Catalonia, February 21st – 914 
Andalusia). 915 
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Table 1. Sequences of the primers used: ITS2-S2F and ITS2-4R primers were used in the first 916 
PCR reaction; PCR_F_D50x and PCR_R_D7xx are the indexing primers used in the second 917 
PCR reaction; XXX XXX XX are 8 nt-long index sequences. 918 

 919 

ITS2-S2F: ACA CTC TTT CCC TAC ACG ACG CTC TTC CGA TCT NNN NNN ATG 920 

CGA TAC TTG GTG TGA AT 921 

ITS2-4R: GTG ACT GGA GTT CAG ACG TGT GCT CTT CCG ATC TNN NNN NTC 922 

CTC CGC TTA TTG ATA TGC.  923 

PCR_F_D50x: AAT GAT ACG GCG ACC ACC GAG ATC TAC ACX XXX XXX XAC 924 

ACT CTT TCC CTA CAC GAC GC 925 

PCR_R_D7xx: CAA GCA GAA GAC GGC ATA CGA GAT XXX XXX XXG TGA CTG 926 

GAG TTC AGA CGT GTG C 927 
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